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Figure 1. Delafloxacin MTS MIC compared to BMD MIC for 
50 Staphylococcus spp.

Results

S. aureus
Delafloxacin MIC = 0.19 µg/mL

Study Strains

QC strains: S. aureus ATCC 29213, E. faecalis ATCC 29212, E. coli ATCC 25922, P. aeruginosa ATCC 27853, S. 
pneumoniae ATCC 49619

Testing site: 
Laboratory Specialists, Inc., Westlake, OH

MIC methods:
• All isolates were tested once by BMD according to CLSI method (1) and once by MTS on Becton Dickinson MHA 

(Sparks, MD) using the same initial suspension (equivalent to 0.5 McFarland standard) for both methods.  A 
subset of 20 non-fastidious isolates (16 Enterobacteriaceae and 4 P. aeruginosa) + 4 QC strains and  5 
streptococcus + 1 QC strain were tested by MTS on 2 additional commercial media lots (Hardy [Santa Maria, CA 
] and Remel [Lenexa, KS])

• Quality control strains were tested each day of testing.   
• MTS results were rounded up to next doubling dilution for analysis.  MIC results were interpreted according to 

proposed FDA breakpoints.

P. aeruginosa
Delafloxacin MIC = 0.19 µg/mL

• Delafloxacin is a quinolone antimicrobial agent with enhanced antimicrobial activity, including 
activity against MRSA (methicillin-resistant Staphylococcus aureus), a favorable tolerability 
profile, and administration of both intravenous and oral forms. 

• Liofilchem (Roseto degli Abruzzi, Italy) manufactures MIC test strips (MTS) for a variety of 
antimicrobial agents, including FDA approved vancomycin, dalbavancin, ceftolozane-
tazobactam, meropenem, ceftazidime and telavancin. The Liofilchem MIC test strip is a 
quantitative agar-based diffusion assay for determining the minimum inhibitory concentration 
(MIC).

• This study was performed as part of a preliminary evaluation of the delafloxacin MTS strip, prior 
to initiating a U.S. 510(k) study. 

• The study compared the delafloxacin MTS MIC to broth microdilution MIC for the anticipated 
indicated ABSSSI species. 

• Quality Control (Table 1): All delafloxacin BMD and MTS MIC results were within CLSI expected QC 
ranges.

• Delafloxacin MTS (BD MHA) compared to BMD:
Staphylococcus spp. (Figure 1):  MTS were within +/- one dilution of BMD results for 100% of isolates.  8.0% 
categorical error rate was attributed to minor errors (MTS results for 4 isolates were all higher than BMD)
E. faecalis (Figure 2): MTS were within +/- one dilution of BMD results for 100% of isolates and there were no 
categorical errors.
Enterobacteriaceae (Figure 3): MTS were within +/- one dilution of BMD results for 88.3% of isolates. 10% of 
isolates with MTS and BMD results > 1 dilution different were resistant strains with BMD results >32 and MTS 
4-16 µg/mL. (See E. cloacae picture for example of small ellipse at top concentration)  8.3% categorical error 
rate was attributed to minor errors.
P. aeruginosa (Figure 4): MTS were within +/- one dilution of BMD results for 75% of isolates. 25% of isolates 
with MTS and BMD results >1 dilution different were resistant strains with BMD results 4-16 and MTS >32 
µg/mL  There were no categorical errors.
Streptococcus spp.(Figure 5): MTS were within +/- one dilution of BMD results for 97.1% of isolates.  2.9% 
categorical error rate was attributed to a major error for one strain with MTS MIC of 0.5 and BMD MIC of 0.25 
µg/mL.

 Delafloxacin MTS (Hardy and Remel MHA) subset of 25 isolates compared to MTS (BD MHA) (Table 2):
Hardy MHA:  Hardy MHA results were with ±1 dilution of BD MHA results for 88% of isolates.  Hardy MHA 
results were ≥2 dilutions lower compared to BD MHA results for 3 isolates (1 MRSA, 1 K. oxytoca and 1 S. 
agalactiae).
Remel MHA:  Remel MHA results were within ±1 dilution of BD MHA results for 92% of isolates.  Remel MHA 
results were ≥2 dilutions lower for 2 MRSA.

• Overall there was good correlation of delafloxacin MTS MIC results to BMD MIC results.
• MTS detection of delafloxacin resistant isolates is excellent for all organism groups, although MTS MIC results for some 

Enterobacteriaceae and P. aeruginosa are more than 1 dilution lower than BMD MIC results. 
• Since the completion of this study, a multi-lab 510(k) study have been performed; the data is under review and pending 

submission.

Figure 4. Delafloxacin MTS MIC compared to BMD MIC for 
20 Pseudomonas aeruginosa

Figure 2. Delafloxacin MTS MIC compared to BMD MIC 
for 20 E. faecalis

Figure 5. Delafloxacin MTS MIC compared to BMD MIC for 
35 Streptococcus spp.

E. cloacae
Delafloxacin MIC = 12 µg/mL

E. faecalis
Delafloxacin MIC = 0.125 µg/mL

Background: Delafloxacin (DLX) is a fluoroquinolone class antimicrobial agent whose NDA is 
currently under review by the Food and Drug Administration for the oral and IV treatment of 
acute bacterial skin and skin structure infections (ABSSSI) caused by a variety of bacteria, 
including MRSA. This study was performed to evaluate the performance of a newly 
developed gradient strip, the delafloxacin MIC Test Strip (MTS) from Liofilchem, Roseto degli
Abruzzi, Italy compared to a broth microdilution method against relevant Gram-negative and 
Gram-positive isolates. Methods: The study isolates (45 Staphylococcus aureus [30 MRSA, 
15 MSSA], 5 Staphylococcus epidermidis, 20 Enterococcus faecalis, 24 Escherichia coli, 10 
Enterobacter cloacae, 10 Klebsiella oxytoca, 10 Klebsiella pneumoniae, 5 Proteus mirabilis 
and 1 Serratia marcescens) were recent clinical isolates chosen to include a wide range of 
DLX MIC results (≤0.004->32 µg/mL). Each isolate was tested for DLX MIC by broth 
microdilution (BMD; LSI prepared frozen panels) and by DLX MTS on 100 mm Mueller Hinton 
agar (MHA) plates (Becton Dickinson, Sparks, MD) and a subset of 20 strains was also 
tested on MHA plates from two additional manufacturers (Hardy, Santa Maria, CA and Remel, 
Lenexa, KA). QC strains (S. aureus ATCC 29213, E. faecalis ATCC 29212, E. coli ATCC 
25922 and P. aeruginosa ATCC 27853) were tested on each day of testing and results 
compared to CLSI expected ranges. Results: DLX MTS and BMD results (shown in table) 
were within >90% categorical agreement for all bacterial groups.  All quality control results 
were within CLSI established ranges.

Organism Group -2 -1 0 1 2
BMD>, 
both R

MTS>, 
both R

BMD<, 
both S

Total CA

Staphylococcus spp. 3 28 12 3 4 50 92%
E. faecalis 2 15 3 20 100%
Enterobacteriaceae 6 24 19 3 4 4 60 92%
P. aeruginosa 9 5 1 5 20 100%
Streptococcus spp. 13 17 3 1 35 97%

Conclusions: This initial evaluation of the DLX MTS showed good correlation to BMD 
MIC. Further testing with additional isolates at multiple sites and with media from multiple 
manufacturers is warranted. 

QC Strain DLX BMD DLX MTS                        
BD MHA

DFX MTS                    
Hardy MHA

DFX MTS               
Remel MHA CFU/mL CLSI Expected 

QC Range

E. coli ATCC 29212 0.12 0.06 0.12 0.12 5.65E+05 0.015-0.12
S. aureus ATCC 29213 0.008 0.008 0.004 0.004 5.30E+05 0.001-0.008
S. pneumoniae 49619 0.008 0.016 0.06 0.016 3.65E+05 0.004-0.016
E. coli ATCC 25922* 0.03 0.03 0.03 0.03 6.10E+05 0.008-0.03
P. aeruginosa ATCC 27853 0.25 0.25 0.25 0.25 4.80E+05 0.12-0.5
*Tested 4 times (all MIC results = 0.03 µg/mL); NT - Not Tested

MHA
Dilution Difference (compared to BD MHA)

>-2 -2 -1 0 1
Hardy 1 2 7 12 3
Remel 1 1 5 16 2

1 MRSA DLX MIC: MTS Hardy=8, MTS Remel=4, MTS BD>32  

1 K. oxytoca DLX MIC: MTS Hardy=0.06, MTS BD=0.25

1 S. agalactiae DLX MIC: MTS Hardy=0.008, MTS BD=0.03

1 MRSA DLX MIC: MTS Remel=0.25, MTS BD=1   

Table 2: Comparison of Delafloxacin MTS MIC 
results on Hardy and Remel MHA compared to 
BD MHA for 25 strains

20 Enterococcus faecalis (EF)
45 Staphylococcus aureus (30 MRSA, 15 MSSA)
5 Staphylococcus epidermidis (SE)
24 Escherichia coli (EC)
10 Enterobacter cloacae (ECL)
10 Klebsiella oxytoca (KO)
10 Klebsiella pneumoniae (KP)
5 Proteus mirabilis (PM)
1 Serratia marcescens (SM)
20 Pseudomonas aeruginosa (PA)

35 streptococci :
5 Streptococcus dysgalactiae (DYS)
5 Streptococcus anginosus (AG)
10 Streptococcus pyogenes (PY)
10 Streptococcus agalactiae (AG)
5 Streptococcus mitis/oralis (MI)

Table 1:  
Quality Control 
Results

0.03 0.06 0.125 0.25 0.5 1 2 4 8 16 >16
0.06 1 2
0.125 6 6 1
0.25 3 5 1
0.5 1 1 3 1
1 1 3
2 2 4 1
4 1 2
8 1
16 1 4
32 1 1
>32 1 1 2 3
Cat. agreement 91.7% 8.3% 0.0% 0.0%

MTS MIC 
(µg/mL)

BMD MIC (µg/mL)

Minor error Major error VM error

0.03 0.06 0.125 0.25 0.5 1 2 4 8 16 >16
0.06
0.125
0.25 1 3
0.5 1
1 3
2 1
4 1
8 2
16 2
32
>32 5 1
Cat. agreement 100% 0% 0% 0%

MTS MIC 
(µg/mL)

BMD MIC (µg/mL)

Minor error Major error VM error

≤0.004 0.008 0.015 0.03 0.06 0.125 0.25 0.5 1 2 4 >4
≤0.002
0.004 2
0.008 2 3
0.015 2 3 1
0.03 1
0.06 2 2
0.125 1 1
0.25 1 2 2
0.5 1 2
1 3 10
2 1 2
4 1 2
8 1
16
32
>32 2
Cat. agreement 92.0% 8.0% 0.0% 0.0%

MTS MIC 
(µg/mL)

BMD MIC (µg/mL)

Minor error Major error VM error

≤0.002 0.004 0.008 0.02 0.03 0.06 0.13 0.25 0.5 1 2 >2
≤0.002
0.004
0.008 1 1 5 4
0.015 2 7 3
0.03 4 3
0.06 1
0.125
0.25 1
0.5 1 1
1
2 1
4
Cat. agreement 97.1% 2.9% 0.0%Major error VM error

MTS MIC 
(µg/mL)

BMD MIC (µg/mL)

≤0.004 0.008 0.015 0.03 0.06 0.125 0.25 0.5 1 2 4 >4
≤0.002
0.004
0.008
0.015
0.03
0.06 2 1
0.125 1
0.25 1 6 1
0.5
1 1
2 5
4 2
8
Cat. agreement 100% 0% 0% 0%

MTS MIC 
(µg/mL)

BMD MIC (µg/mL)

Minor error Major error VM error


Isolate Reference

		DLX Study #		Org code		LSI Bank #		DRL #		JMI #		Organism		Delafloxacin GEOMEAN MIC		ORG Type		Notes

		1		ECL		3000				324		Enterobacter cloacae		0.06		G-

		2		ECL		3001				329		Enterobacter cloacae		0.06		G-

		3		ECL		3002				565		Enterobacter cloacae		0.5		G-

		4		ECL		3003				765		Enterobacter cloacae		>8		G-

		5		ECL		3004				813017		Enterobacter cloacae		1.26		G-

		6		ECL		3005				814056		Enterobacter cloacae		2		G-

		7		ECL		3006				814666		Enterobacter cloacae		6.35		G-

		8		ECL		3007				866609		Enterobacter cloacae		5.04		G-

		9		ECL		3008				871443		Enterobacter cloacae		0.25		G-

		10		ECL		907						Enterobacter cloacae				G-

		11		EC		3017				284		Escherichia coli		4		G-

		12		EC		3018				348		Escherichia coli		5.040		G-

		13		EC		3019				349		Escherichia coli		6.350		G-

		14		EC		3020				376		Escherichia coli		0.03		G-

		15		EC		3021				542		Escherichia coli		0.06		G-

		16		EC		3022				591		Escherichia coli		0.05		G-

		17		EC		3023				611		Escherichia coli		8		G-

		18		EC		3024				756		Escherichia coli		0.25		G-

		19		EC		3025				823		Escherichia coli		1		G-

		20		EC		3026				814416		Escherichia coli		0.25		G-

		21		EC		3027				816821		Escherichia coli		0.63		G-

		22		EC		3028				818860		Escherichia coli		0.25		G-

		23		EC		914						Escherichia coli				G-

		24		EC		915						Escherichia coli				G-

		25		EC		916						Escherichia coli				G-

		26		EC		917						Escherichia coli				G-

		27		EC		918						Escherichia coli				G-

		28		EC		919						Escherichia coli				G-

		29		EC		920						Escherichia coli				G-

		30		EC		921						Escherichia coli				G-

		31		EC		922						Escherichia coli				G-

		32		EC		923						Escherichia coli				G-

		33		EC		924						Escherichia coli				G-

		34		EC		2990						Escherichia coli				G-

		35		KO		3032				259		Klebsiella oxytoca		0.12		G-

		36		KO		3033				319		Klebsiella oxytoca		0.038		G-

		37		KO		3034				446		Klebsiella oxytoca		0.06		G-

		38		KO		3035				759		Klebsiella oxytoca		0.06		G-

		39		KO		3036				893		Klebsiella oxytoca		0.03		G-

		40		KO		3037				851014		Klebsiella oxytoca		0.25		G-

		41		KO		3038				861864		Klebsiella oxytoca		0.5		G-

		42		KO		2853						Klebsiella oxytoca				G-

		43		KO		2854						Klebsiella oxytoca				G-

		44		KO		2898						Klebsiella oxytoca				G-

		45		KP		3039				496		Klebsiella pneumoniae		4		G-

		46		KP		3040				582		Klebsiella pneumoniae		0.12		G-

		47		KP		3041				798		Klebsiella pneumoniae		0.06		G-

		48		KP		3042				946		Klebsiella pneumoniae		0.06		G-

		49		KP		3043				947		Klebsiella pneumoniae		0.5		G-

		50		KP		3044				813992		Klebsiella pneumoniae		2.52		G-

		51		KP		3045				814529		Klebsiella pneumoniae		1		G-

		52		KP		3046				824830		Klebsiella pneumoniae		2		G-

		53		KP		3047				828761		Klebsiella pneumoniae		2		G-

		54		KP		925						Klebsiella pneumoniae				G-

		55		PM		3048				133		Proteus mirabilis		1		G-

		56		PM		3052				660		Proteus mirabilis		0.03		G-

		57		PM		3054				771		Proteus mirabilis		>8		G-

		58		PM		3055				840		Proteus mirabilis		0.15		G-

		59		PM		3060				854131		Proteus mirabilis		4		G-

		60		PA		3061				4		Pseudomonas aeruginosa		0.25		G-

		61		PA		3062				123		Pseudomonas aeruginosa		4		G-

		62		PA		3063				125		Pseudomonas aeruginosa		0.25		G-

		63		PA		3064				140		Pseudomonas aeruginosa		4		G-

		64		PA		3065				313		Pseudomonas aeruginosa		1		G-

		65		PA		3066				454		Pseudomonas aeruginosa		0.794		G-

		66		PA		3067				463		Pseudomonas aeruginosa		1		G-

		67		PA		3068				586		Pseudomonas aeruginosa		0.12		G-

		68		PA		3069				762		Pseudomonas aeruginosa		8		G-

		69		PA		3070				895		Pseudomonas aeruginosa		0.12		G-

		70		PA		781						Pseudomonas aeruginosa				G-

		71		PA		782						Pseudomonas aeruginosa				G-

		72		PA		785						Pseudomonas aeruginosa				G-

		73		PA		788						Pseudomonas aeruginosa				G-

		74		PA		789						Pseudomonas aeruginosa				G-

		75		PA		790						Pseudomonas aeruginosa				G-

		76		PA		792						Pseudomonas aeruginosa				G-

		77		PA		794						Pseudomonas aeruginosa				G-

		78		PA		795						Pseudomonas aeruginosa				G-

		79		PA		797						Pseudomonas aeruginosa				G-

		80		SM		3071				830792		Serratia marcescens		1.59		G-

		81		ES		3009				113		Enterococcus faecalis		0.06		G+

		82		ES		3010				456		Enterococcus faecalis		0.06		G+

		83		ES		3011				472		Enterococcus faecalis		1		G+

		84		ES		3012				590		Enterococcus faecalis		0.12		G+

		85		ES		3013				785		Enterococcus faecalis		1		G+

		86		ES		3014				814188		Enterococcus faecalis		0.5		G+

		87		ES		3015				831301		Enterococcus faecalis		0.12		G+

		88		ES		3016				872904		Enterococcus faecalis		1		G+

		89		ES				3214				Enterococcus faecalis				G+

		90		ES				3215				Enterococcus faecalis				G+

		91		ES				3245				Enterococcus faecalis				G+

		92		ES				3246				Enterococcus faecalis				G+

		93		ES				3251				Enterococcus faecalis				G+

		94		ES				3296				Enterococcus faecalis				G+

		95		ES				3329				Enterococcus faecalis				G+

		96		ES				3337				Enterococcus faecalis				G+

		97		ES				3376				Enterococcus faecalis				G+

		98		ES				3418				Enterococcus faecalis				G+

		99		ES				3596				Enterococcus faecalis				G+

		100		ES				3638				Enterococcus faecalis				G+

		101		SA		3072				1		Staphylococcus aureus		0.12		G+		MRSA

		102		SA		3073				9		Staphylococcus aureus		0.12		G+		MRSA

		103		SA		3074				37		Staphylococcus aureus		0.12		G+		MRSA

		104		SA		3075				51		Staphylococcus aureus		0.12		G+		MRSA

		105		SA		3076				54		Staphylococcus aureus		0.12		G+		MRSA

		106		SA		3077				63		Staphylococcus aureus		0.015		G+		MSSA

		107		SA		3078				104		Staphylococcus aureus		0.004		G+		MSSA

		108		SA		3079				115		Staphylococcus aureus		0.004		G+		MSSA

		109		SA		3080				119		Staphylococcus aureus		6.35		G+		MRSA

		110		SA		3081				129		Staphylococcus aureus		0.315		G+		MRSA

		111		SA		3082				131		Staphylococcus aureus		0.002		G+		MSSA

		112		SA		3083				211		Staphylococcus aureus		4		G+		MRSA

		113		SA		3084				605		Staphylococcus aureus		0.40		G+		MRSA

		114		SA		3085				690		Staphylococcus aureus		0.008		G+		MSSA

		115		SA		3086				764		Staphylococcus aureus		0.008		G+		MSSA

		116		SA		3087				813118		Staphylococcus aureus		2.52		G+		MRSA

		117		SA		3088				813922		Staphylococcus aureus		4		G+		MRSA

		118		SA		3089				816806		Staphylococcus aureus		0.12		G+		MSSA

		119		SA		3090				818951		Staphylococcus aureus		0.5		G+		MSSA

		120		SA		3091				819625		Staphylococcus aureus		1		G+		MSSA

		121		SA		3092				861282		Staphylococcus aureus		1		G+		MSSA

		122		SA				850				Staphylococcus aureus				G+		MRSA

		123		SA				1132				Staphylococcus aureus				G+		MRSA

		124		SA				2806				Staphylococcus aureus				G+		MRSA

		125		SA				2877				Staphylococcus aureus				G+		MRSA

		126		SA				2878				Staphylococcus aureus				G+		MRSA

		127		SA				3933				Staphylococcus aureus				G+		MRSA

		128		SA				3978				Staphylococcus aureus				G+		MRSA

		129		SA				4043				Staphylococcus aureus				G+		MRSA

		130		SA				4055				Staphylococcus aureus				G+		MRSA

		131		SA				4062				Staphylococcus aureus				G+		MRSA

		132		SA				4065				Staphylococcus aureus				G+		MRSA

		133		SA				4119				Staphylococcus aureus				G+		MRSA

		134		SA				4136				Staphylococcus aureus				G+		MRSA

		135		SA				4159				Staphylococcus aureus				G+		MRSA

		136		SA				4324				Staphylococcus aureus				G+		MRSA

		137		SA				4340				Staphylococcus aureus				G+		MRSA

		138		SA				4372				Staphylococcus aureus				G+		MRSA

		139		SA				4380				Staphylococcus aureus				G+		MRSA

		140		SA				4381				Staphylococcus aureus				G+		MRSA

		141		SA				2702				Staphylococcus aureus				G+		MSSA

		142		SA				3459				Staphylococcus aureus				G+		MSSA

		143		SA				3498				Staphylococcus aureus				G+		MSSA

		144		SA				3636				Staphylococcus aureus				G+		MSSA

		145		SA				4346				Staphylococcus aureus				G+		MSSA

		146		SE		3096				448		Staphylococcus epidermidis		0.004		G+

		147		SE		3099				666		Staphylococcus epidermidis		0.008		G+

		148		SE		3102				906		Staphylococcus epidermidis		0.25		G+

		149		SE		3103				830363		Staphylococcus epidermidis		1.26		G+

		150		SE		3104				862055		Staphylococcus epidermidis		1		G+

		151		HI		623						Haemophilus influenzae				HI

		152		HI		624						Haemophilus influenzae				HI

		153		HI		625						Haemophilus influenzae				HI

		154		HI		626						Haemophilus influenzae				HI

		155		HI		627						Haemophilus influenzae				HI

		156		HI		630						Haemophilus influenzae				HI

		157		HI		631						Haemophilus influenzae				HI

		158		HI		632						Haemophilus influenzae				HI

		159		HI		633						Haemophilus influenzae				HI

		160		HI		634						Haemophilus influenzae				HI

		161		HI		635						Haemophilus influenzae				HI

		162		HI		974						Haemophilus influenzae				HI

		163		HI		975						Haemophilus influenzae				HI

		164		HI		976						Haemophilus influenzae				HI

		165		HI		985						Haemophilus influenzae				HI

		166		HI		986						Haemophilus influenzae				HI

		167		HI		1512						Haemophilus influenzae				HI

		168		HP		3029				70		Haemophilus parainfluenzae		0.008		HI

		169		HP		3030				207		Haemophilus parainfluenzae		0.008		HI

		170		HP		3031				209		Haemophilus parainfluenzae		0.008		HI

		171		AG		3105				23		Streptococcus agalactiae		0.008		Strep

		172		AG		3106				371		Streptococcus agalactiae		0.008		Strep

		173		AG		3107				478		Streptococcus agalactiae		0.03		Strep

		174		AG		3108				664		Streptococcus agalactiae		0.015		Strep

		175		AG		3109				907		Streptococcus agalactiae		0.03		Strep

		176		AG		3110				824604		Streptococcus agalactiae		0.06		Strep

		177		AG		3111				853096		Streptococcus agalactiae		0.5		Strep

		178		AG		3112				867750		Streptococcus agalactiae		0.5		Strep

		179		AG		436						Streptococcus agalactiae				Strep

		180		AG		437						Streptococcus agalactiae				Strep

		181		AN		3113				25		Streptococcus anginosus		0.015		Strep

		182		AN		3114				29		Streptococcus anginosus		<=0.00012		Strep

		183		AN		3115				95		Streptococcus anginosus		0.012		Strep

		184		AN		3116				118		Streptococcus anginosus		0.006		Strep

		185		AN		3117				162		Streptococcus anginosus		0.01		Strep

		186		DYS		3118				298		Streptococcus dysgalactiae		0.008		Strep

		187		DYS		3119				327		Streptococcus dysgalactiae		0.008		Strep

		188		DYS		3120				404		Streptococcus dysgalactiae		0.015		Strep

		189		DYS		3121				575		Streptococcus dysgalactiae		0.008		Strep

		190		DYS		3122				887		Streptococcus dysgalactiae		0.01		Strep

		191		MI		3123				466		Streptococcus mitis group		0.015		Strep

		192		MI		3124				554		Streptococcus mitis group		0.03		Strep

		193		MI		3127				503		Streptococcus mitis/oralis		0.03		Strep

		194		MI		3128				847974		Streptococcus mitis/oralis		0.5		Strep

		195		MI		3129				862011		Streptococcus mitis/oralis		2		Strep

		196		PY		3130				31		Streptococcus pyogenes		<=0.004		Strep

		197		PY		3131				121		Streptococcus pyogenes		0.03		Strep

		198		PY		3132				388		Streptococcus pyogenes		0.008		Strep

		199		PY		3133				537		Streptococcus pyogenes		0.015		Strep

		200		PY		3134				751		Streptococcus pyogenes		0.008		Strep

		201		PY		3135				824142		Streptococcus pyogenes		0.008		Strep

		202		PY		402						Streptococcus pyogenes				Strep

		203		PY		403						Streptococcus pyogenes				Strep

		204		PY		404						Streptococcus pyogenes				Strep

		205		PY		405						Streptococcus pyogenes				Strep





All RESULTS

		DLX Study #		Org code		Initial JMI DLX MIC		Read Date		DLX BMD		DLX MTS BD		DLX MTS BD Rounded		DFX MTS CHOC		DFX MTS CHOC Rounded		DFX MTS HDY		DFX MTS HDY Rounded		DFX MTS RML		DFX MTS RML Rounded		Colony Count		CFU/mL		Notes		Expected QC Range

		1		ECL		0.06		6/29/16		0.12		0.19		0.25

		2		ECL		0.06		6/29/16		0.06		0.094		0.125

		3		ECL		0.5		6/29/16		1		0.5		0.5														91		455000

		4		ECL		>8		6/29/16		>16		>32		>32

		5		ECL		1.26		6/29/16		2		1.5		2

		6		ECL		2		6/29/16		4		4		4						3		4		4		4

		7		ECL		6.35		6/29/16		8		16		16

		8		ECL		5.04		6/29/16		4		16		16														114		570000

		9		ECL		0.25		6/29/16		0.5		0.38		0.5

		10		ECL				6/29/16		16		>32		>32

		11		EC		4		6/29/16		2		>32		>32

		12		EC		5.04		6/29/16		8		12		16

		13		EC		6.35		6/29/16		8		12		16

		14		EC		0.03		6/29/16		0.03		0.094		0.125						0.047		0.06		0.094		0.12

		15		EC		0.06		6/29/16		0.06		0.125		0.125

		16		EC		0.05		6/29/16		0.06		0.125		0.125														83		415000

		17		EC		8		6/29/16		8		16		16						12		16		6		8

		18		EC		0.25		6/29/16		0.12		0.5		0.5						0.75		1		0.5		0.5

		19		EC		1		6/29/16		1		2		2						1.5		2		1		1

		20		EC		0.25		6/29/16		0.25		0.75		1

		21		EC		0.63		6/29/16		1		1		1

		22		EC		0.25		6/29/16		0.25		0.38		0.5														77		385000

		23		EC				6/29/16		>16		32		32

		24		EC				6/29/16		0.25		0.25		0.25

		25		EC				6/29/16		0.12		0.125		0.125

		26		EC				6/29/16		0.25		0.125		0.125

		27		EC				6/29/16		2		3		4														100		500000

		28		EC				6/29/16		0.03		0.064		0.06

		29		EC				6/29/16		0.03		0.094		0.125

		30		EC				6/29/16		0.03		0.094		0.125

		31		EC				6/29/16		1		2		2

		32		EC				6/29/16		>16		>32		>32														82		410000

		33		EC				6/29/16		16		>32		>32

		34		EC				6/29/16		0.12		0.19		0.25

		35		KO		0.12		6/29/16		0.25		0.25		0.25

		36		KO		0.038		6/29/16		0.12		0.094		0.125														111		555000

		37		KO		0.06		6/29/16		0.12		0.094		0.125

		38		KO		0.06		6/29/16		0.12		0.125		0.125

		39		KO		0.03		6/29/16		0.12		0.064		0.06														95		475000

		40		KO		0.25		6/29/16		0.25		0.19		0.25						0.064		0.06		0.25		0.25

		41		KO		0.5		6/29/16		0.5		0.75		1

		42		KO				6/29/16		0.25		0.25		0.25

		43		KO				6/29/16		0.25		0.19		0.25

		44		KO				6/29/16		0.06		0.094		0.125

		45		KP		4		6/29/16		8		>32		>32														86		430000

		46		KP		0.12		6/29/16		0.12		0.19		0.25

		47		KP		0.06		6/29/16		0.06		0.094		0.125

		48		KP		0.06		6/29/16		0.12		0.125		0.125

		49		KP		0.5		6/29/16		0.5		0.5		0.5														94		470000

		50		KP		2.52		6/29/16		2		2		2

		51		KP		1		6/29/16		1		1		1						1		1		1		1

		52		KP		2		6/29/16		2		2		2

		53		KP		2		6/29/16		4		3		4

		54		KP				6/29/16		8		6		8														107		535000

		55		PM		1		6/29/16		4		2		2						2		2		2		2

		56		PM		0.03		6/29/16		0.5		0.19		0.25

		57		PM		>8		6/29/16		>16		>32		>32

		58		PM		0.15		6/29/16		0.12		0.5		0.5

		59		PM		4		6/29/16		4		>32		>32														126		630000

		60		PA		0.25		6/29/16		0.25		0.25		0.25						0.25		0.25		0.25		0.25

		61		PA		4		6/29/16		4		4		4						6		8		4		4

		62		PA		0.25		6/29/16		0.5		0.5		0.5

		63		PA		4		6/29/16

		64		PA		1		6/29/16												1.5		2		1		1

		65		PA		0.794		6/29/16

		66		PA		1		6/29/16		1		1		1														119		595000

		67		PA		0.12		6/29/16		0.25		0.25		0.25						0.25		0.25		0.19		0.25

		68		PA		8		6/29/16		16		>32		>32

		69		PA		0.12		6/29/16		0.12		0.25		0.25

		70		PA				6/29/16		>16		>32		>32

		71		PA				6/29/16		8		16		16														83		415000

		72		PA				6/29/16		16		>32		>32

		73		PA				6/29/16		16		>32		>32

		74		PA				6/29/16		0.25		0.19		0.25

		75		PA				6/29/16		2		2		2

		76		PA				6/29/16		8		12		16														105		525000

		77		PA				6/29/16		16		>32		>32

		78		PA				6/29/16		4		6		8

		79		PA				6/29/16		16		>32		>32

		80		SM		1.59		6/29/16		2		1.5		2

		81		ES		0.06		6/23/16		0.06		0.06		0.06						0.064		0.06		0.064		0.06

		82		ES		0.06		6/23/16		0.06		0.047		0.06

		83		ES		1		6/23/16		2		1.5		2						2		2		2		2		96		4.80E+05

		84		ES		0.12		6/23/16		0.25		0.25		0.25

		85		ES		1		6/23/16		2		2		2

		86		ES		0.5		6/23/16		1		0.75		1														84		4.20E+05

		87		ES		0.12		6/23/16		0.25		0.25		0.25

		88		ES		1		6/23/16		2		2		2

		89		ES				6/23/16		0.25		0.19		0.25														74		3.70E+05

		90		ES				6/23/16		0.25		0.19		0.25

		91		ES				6/23/16		0.25		0.19		0.25						0.125		0.12		0.125		0.12

		92		ES				6/23/16		0.25		0.25		0.25

		93		ES				6/23/16		2		1.5		2														103		5.15E+05

		94		ES				6/23/16		2		1.5		2

		95		ES				6/23/16		2		3		4

		96		ES				6/23/16		0.5		0.19		0.25

		97		ES				6/23/16		0.12		0.06		0.06

		98		ES				6/23/16		2		3		4														110		5.50E+05

		99		ES				6/23/16		0.12		0.19		0.25

		100		ES				6/23/16		0.12		0.12		0.12

		101		SA		0.12		6/23/16		0.5		0.25		0.25						0.125		0.12		0.125		0.12						MRSA

		102		SA		0.12		6/23/16		0.25		0.19		0.25														86		4.30E+05		MRSA

		103		SA		0.12		6/23/16		1		1		1																		MRSA

		104		SA		0.12		6/23/16		1		1		1																		MRSA

		105		SA		0.12		6/23/16		0.5		0.25		0.25														90		4.50E+05		MRSA

		106		SA		0.015		6/23/16		0.03		0.03		0.03																		MSSA

		107		SA		0.004		6/23/16		<=0.004		0.004		0.004						0.004		0.004		0.003		0.004						MSSA

		108		SA		0.004		6/23/16		<=0.004		0.008		0.008																		MSSA

		109		SA		6.35		6/23/16		>4		>32		>32						6.00		8.00		4.00		4.00		84		4.20E+05		MRSA

		110		SA		0.315		6/23/16		1		0.75		1																		MRSA

		111		SA		0.002		6/23/16		<=0.004		0.004		0.004																		MSSA

		112		SA		4		6/23/16		>4		6		8																		MRSA

		113		SA		0.40		6/23/16		1		1		1						0.38		0.5		0.25		0.25		73		3.65E+05		MRSA

		114		SA		0.008		6/23/16		0.008		0.012		0.015																		MSSA

		115		SA		0.008		6/23/16		0.03		0.012		0.015																		MSSA

		116		SA		2.52		6/23/16		4		3		4														94		4.70E+05		MRSA

		117		SA		4		6/23/16		>4		>32		>32																		MRSA

		118		SA		0.12		6/23/16		4		0.25		0.25																		MSSA

		119		SA		0.5		6/23/16		1		1		1														101		5.05E+05		MSSA

		120		SA		1		6/23/16		2		2		2						2		2		0.75		1		91		4.55E+05		MSSA

		121		SA		1		6/23/16		1		1.5		2																		MSSA

		122		SA				6/23/16		0.12		0.19		0.25																		MRSA

		123		SA				6/23/16		2		1.5		2														84		4.20E+05		MRSA

		124		SA				6/23/16		0.06		0.12		0.12																		MRSA

		125		SA				6/23/16		0.06		0.06		0.06																		MRSA

		126		SA				6/23/16		0.06		0.06		0.06														76		3.80E+05		MRSA

		127		SA				6/23/16		0.5		0.75		1																		MRSA

		128		SA				6/23/16		1		0.75		1																		MRSA

		129		SA				6/23/16		0.12		0.094		0.12														104		5.20E+05		MRSA

		130		SA				6/23/16		1		1		1																		MRSA

		131		SA				6/23/16		0.5		1		1																		MRSA

		132		SA				6/23/16		1		1		1														121		6.05E+05		MRSA

		133		SA				6/23/16		0.25		0.25		0.25																		MRSA

		134		SA				6/23/16		1		0.75		1																		MRSA

		135		SA				6/23/16		<=0.004		0.008		0.008																		MRSA

		136		SA				6/23/16		0.008		0.008		0.008																		MRSA

		137		SA				6/23/16		0.008		0.008		0.008														91		4.55E+05		MRSA

		138		SA				6/23/16		0.008		0.012		0.015																		MRSA

		139		SA				6/23/16		0.015		0.015		0.015																		MRSA

		140		SA				6/23/16		0.015		0.015		0.015																		MRSA

		141		SA				6/23/16		0.03		0.047		0.06														113		5.65E+05		MSSA

		142		SA				6/23/16		0.5		0.75		1																		MSSA

		143		SA				6/23/16		1		0.75		1														84		4.20E+05		MSSA

		144		SA				6/23/16		0.03		0.047		0.06														100		5.00E+05		MSSA

		145		SA				6/23/16		0.5		0.5		0.5																		MSSA

		146		SE		0.004		6/23/16		0.008		0.006		0.008														84		4.20E+05

		147		SE		0.008		6/23/16		0.015		0.012		0.015

		148		SE		0.25		6/23/16		0.5		0.5		0.5														92		4.60E+05

		149		SE		1.26		6/23/16		2		3		4

		150		SE		1		6/23/16		4		4		4

		151		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										121		6.05E+05

		152		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		153		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		154		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		155		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002										93		4.65E+05

		156		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		157		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		158		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										97		4.85E+05

		159		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002

		160		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										89		4.45E+05

		161		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		162		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		163		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		164		HI				7/7/16		<=0.002		0.023		0.03		0.032		0.03										113		5.65E+05

		165		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		166		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										101		5.05E+05

		167		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		168		HP		0.008		7/7/16		0.008		0.012		0.015		0.012		0.015										91		4.55E+05

		169		HP		0.008		7/7/16		0.008		0.012		0.015		0.008		0.008

		170		HP		0.008		7/7/16		0.015		0.016		0.015		0.016		0.015										100		5.00E+05

		171		AG		0.008		6/24/16		0.015		0.008		0.008

		172		AG		0.008		6/24/16		0.008		0.012		0.015														113		5.65E+05

		173		AG		0.03		6/24/16		0.06		0.03		0.03						0.008		0.008		0.032		0.03

		174		AG		0.015		6/24/16		0.015		0.008		0.008

		175		AG		0.03		6/24/16		0.06		0.03		0.03

		176		AG		0.06		6/24/16		0.12		0.06		0.06														94		4.70E+05

		177		AG		0.5		6/24/16		2		0.25		0.25

		178		AG		0.5		6/24/16		0.5		0.25		0.25

		179		AG				6/24/16		0.03		0.015		0.015

		180		AG				6/24/16		0.03		0.015		0.015														87		4.35E+05

		181		AN		0.015		6/24/16		0.015		0.015		0.015

		182		AN		<=0.00012		6/24/16		<=0.002		0.006		0.008

		183		AN		0.012		6/24/16		0.015		0.015		0.015						0.012		0.015		0.032		0.03		108		5.40E+05

		184		AN		0.006		6/24/16		0.008		0.008		0.008

		185		AN		0.01		6/24/16		0.015		0.008		0.008

		186		DYS		0.008		6/24/16		0.008		0.008		0.008														90		4.50E+05

		187		DYS		0.008		6/24/16		0.008		0.008		0.008						0.003		0.004		0.008		0.008

		188		DYS		0.015		6/24/16		0.015		0.015		0.015														68		3.40E+05

		189		DYS		0.008		6/24/16		0.015		0.015		0.015

		190		DYS		0.01		6/24/16		0.01		0.015		0.02

		191		MI		0.015		6/24/16		0.03		0.015		0.015														99		4.95E+05

		192		MI		0.03		6/24/16		0.03		0.03		0.03

		193		MI		0.03		6/24/16		0.06		0.03		0.03

		194		MI		0.5		6/24/16		0.5		0.38		0.5														112		5.60E+05

		195		MI		2		6/24/16		>2		1.5		2						1		1		2		2

		196		PY		<=0.004		6/24/16		0.004		0.006		0.008														96		4.80E+05

		197		PY		0.03		6/24/16		0.03		0.03		0.03						0.016		0.015		0.047		0.06

		198		PY		0.008		6/24/16		0.008		0.008		0.008

		199		PY		0.015		6/24/16		0.015		0.008		0.008														98		4.90E+05

		200		PY		0.008		6/24/16		0.015		0.015		0.015

		201		PY		0.008		6/24/16		0.015		0.015		0.015

		202		PY				6/24/16		0.015		0.015		0.015

		203		PY				6/24/16		0.03		0.03		0.03														117		5.85E+05

		204		PY				6/24/16		0.008		0.008		0.008

		205		PY				6/24/16		0.03		0.03		0.03

		EFQC		ES				6/23/16		0.12		0.06		0.06						0.094		0.12		0.125		0.12		113		5.65E+05				0.015-0.12

		SA29QC		SA				6/23/16		0.008		0.008		0.008						0.003		0.004		0.25		0.25		106		5.30E+05				0.001-0.008

		SPQC		SP				6/24/16		0.008		0.012		0.015						0.006		0.008		0.012		0.015		73		3.65E+05				0.004-0.015

		EC25QC		EC				6/29/16		<=0.015		0.047		0.06						0.032		0.03		0.032		0.03		122		6.10E+05				0.008-0.03

		PAQC		PA				6/29/16		0.25		0.19		0.25						0.25		0.25		0.25		0.25		96		4.80E+05				0.12-0.5

		HFQC		HI				7/7/16		<=0.002		<=0.002				<=0.002												96		4.80E+05				0.00025-0.001



		REPEAT

		Replicate testing of QC EC25QC and (SA29QC on RML Only) to be performed

		Look at pictures - ellipse very narrow at high concentration?





All RESULTS WITH RPT RESULTS

		DLX Study #		Org code		Initial JMI DLX MIC		Read Date		DLX BMD		DLX MTS BD		DLX MTS BD Rounded		DFX MTS CHOC		DFX MTS CHOC Rounded		DFX MTS HDY		DFX MTS HDY Rounded		DFX MTS RML		DFX MTS RML Rounded		Colony Count		CFU/mL		Notes		Expected QC Range

		1		ECL		0.06		6/29/16		0.12		0.19		0.25

		2		ECL		0.06		6/29/16		0.06		0.094		0.125

		3		ECL		0.5		6/29/16		1		0.5		0.5														91		455000

		4		ECL		>8		6/29/16		>16		>32		>32

		5		ECL		1.26		6/29/16		2		1.5		2

		6		ECL		2		6/29/16		4		4		4						3		4		4		4

		7		ECL		6.35		6/29/16		8		16		16

		8		ECL		5.04		6/29/16		4		16		16														114		570000

		9		ECL		0.25		6/29/16		0.5		0.38		0.5

		10		ECL				6/29/16		16		>32		>32

		11		EC		4		6/29/16		8		>32		>32

		12		EC		5.04		6/29/16		8		12		16

		13		EC		6.35		6/29/16		8		12		16

		14		EC		0.03		6/29/16		0.06		0.094		0.125						0.047		0.06		0.094		0.12

		15		EC		0.06		6/29/16		0.06		0.125		0.125

		16		EC		0.05		6/29/16		0.06		0.125		0.125														83		415000

		17		EC		8		6/29/16		8		16		16						12		16		6		8

		18		EC		0.25		6/29/16		0.125		0.5		0.5						0.75		1		0.5		0.5

		19		EC		1		6/29/16		1		2		2						1.5		2		1		1

		20		EC		0.25		6/29/16		1		0.75		1

		21		EC		0.63		6/29/16		1		1		1

		22		EC		0.25		6/29/16		0.25		0.38		0.5														77		385000

		23		EC				6/29/16		>16		32		32

		24		EC				6/29/16		0.25		0.25		0.25

		25		EC				6/29/16		0.12		0.125		0.125

		26		EC				6/29/16		0.25		0.125		0.125

		27		EC				6/29/16		2		3		4														100		500000

		28		EC				6/29/16		0.03		0.064		0.06

		29		EC				6/29/16		0.12		0.125		0.125

		30		EC				6/29/16		0.12		0.064		0.06

		31		EC				6/29/16		1		2		2

		32		EC				6/29/16		>16		>32		>32														82		410000

		33		EC				6/29/16		16		>32		>32

		34		EC				6/29/16		0.12		0.19		0.25

		35		KO		0.12		6/29/16		0.25		0.25		0.25

		36		KO		0.038		6/29/16		0.12		0.094		0.125														111		555000

		37		KO		0.06		6/29/16		0.12		0.094		0.125

		38		KO		0.06		6/29/16		0.12		0.125		0.125

		39		KO		0.03		6/29/16		0.12		0.064		0.06														95		475000

		40		KO		0.25		6/29/16		0.25		0.19		0.25						0.064		0.06		0.25		0.25

		41		KO		0.5		6/29/16		0.5		0.75		1

		42		KO				6/29/16		0.25		0.25		0.25

		43		KO				6/29/16		0.25		0.19		0.25

		44		KO				6/29/16		0.06		0.094		0.125

		45		KP		4		6/29/16		8		24		32														86		430000

		46		KP		0.12		6/29/16		0.12		0.19		0.25

		47		KP		0.06		6/29/16		0.06		0.094		0.125

		48		KP		0.06		6/29/16		0.12		0.125		0.125

		49		KP		0.5		6/29/16		0.5		0.5		0.5														94		470000

		50		KP		2.52		6/29/16		2		2		2

		51		KP		1		6/29/16		1		1		1						1		1		1		1

		52		KP		2		6/29/16		2		2		2

		53		KP		2		6/29/16		4		3		4

		54		KP				6/29/16		8		6		8														107		535000

		55		PM		1		6/29/16		4		2		2						2		2		2		2

		56		PM		0.03		6/29/16		0.5		0.19		0.25

		57		PM		>8		6/29/16		>16		>32		>32

		58		PM		0.15		6/29/16		0.5		0.38		0.5

		59		PM		4		6/29/16		4		>32		>32														126		630000

		60		PA		0.25		6/29/16		0.25		0.25		0.25						0.25		0.25		0.25		0.25

		61		PA		4		6/29/16		4		4		4						6		8		4		4

		62		PA		0.25		6/29/16		0.5		0.5		0.5

		63		PA		4		6/29/16		4		6		8

		64		PA		1		6/29/16		1		1		1						1.5		2		1		1

		65		PA		0.794		6/29/16		1		1		1

		66		PA		1		6/29/16		1		1		1														119		595000

		67		PA		0.12		6/29/16		0.25		0.25		0.25						0.25		0.25		0.19		0.25

		68		PA		8		6/29/16		16		>32		>32

		69		PA		0.12		6/29/16		0.12		0.25		0.25

		70		PA				6/29/16		>16		>32		>32

		71		PA				6/29/16		8		16		16														83		415000

		72		PA				6/29/16		16		>32		>32

		73		PA				6/29/16		16		>32		>32

		74		PA				6/29/16		0.25		0.19		0.25

		75		PA				6/29/16		2		2		2

		76		PA				6/29/16		8		12		16														105		525000

		77		PA				6/29/16		16		>32		>32

		78		PA				6/29/16		4		6		8

		79		PA				6/29/16		16		>32		>32

		80		SM		1.59		6/29/16		2		1.5		2

		81		ES		0.06		6/23/16		0.06		0.06		0.06						0.064		0.06		0.064		0.06

		82		ES		0.06		6/23/16		0.06		0.047		0.06

		83		ES		1		6/23/16		2		1.5		2						2		2		2		2		96		4.80E+05

		84		ES		0.12		6/23/16		0.25		0.25		0.25

		85		ES		1		6/23/16		2		2		2

		86		ES		0.5		6/23/16		1		0.75		1														84		4.20E+05

		87		ES		0.12		6/23/16		0.25		0.25		0.25

		88		ES		1		6/23/16		2		2		2

		89		ES				6/23/16		0.25		0.19		0.25														74		3.70E+05

		90		ES				6/23/16		0.25		0.19		0.25

		91		ES				6/23/16		0.25		0.19		0.25						0.125		0.12		0.125		0.12

		92		ES				6/23/16		0.25		0.25		0.25

		93		ES				6/23/16		2		1.5		2														103		5.15E+05

		94		ES				6/23/16		2		1.5		2

		95		ES				6/23/16		2		3		4

		96		ES				6/23/16		0.5		0.19		0.25

		97		ES				6/23/16		0.12		0.06		0.06

		98		ES				6/23/16		2		3		4														110		5.50E+05

		99		ES				6/23/16		0.12		0.19		0.25

		100		ES				6/23/16		0.12		0.12		0.12

		101		SA		0.12		6/23/16		0.5		0.25		0.25						0.125		0.12		0.125		0.12						MRSA

		102		SA		0.12		6/23/16		0.25		0.19		0.25														86		4.30E+05		MRSA

		103		SA		0.12		6/23/16		1		1		1																		MRSA

		104		SA		0.12		6/23/16		1		1		1																		MRSA

		105		SA		0.12		6/23/16		0.5		0.25		0.25														90		4.50E+05		MRSA

		106		SA		0.015		6/23/16		0.03		0.03		0.03																		MSSA

		107		SA		0.004		6/23/16		<=0.004		0.004		0.004						0.004		0.004		0.003		0.004						MSSA

		108		SA		0.004		6/23/16		<=0.004		0.008		0.008																		MSSA

		109		SA		6.35		6/23/16		>4		>32		>32						6.00		8.00		4.00		4.00		84		4.20E+05		MRSA

		110		SA		0.315		6/23/16		1		0.75		1																		MRSA

		111		SA		0.002		6/23/16		<=0.004		0.004		0.004																		MSSA

		112		SA		4		6/23/16		>4		6		8																		MRSA

		113		SA		0.40		6/23/16		1		1		1						0.38		0.5		0.25		0.25		73		3.65E+05		MRSA

		114		SA		0.008		6/23/16		0.008		0.012		0.015																		MSSA

		115		SA		0.008		6/23/16		0.03		0.012		0.015																		MSSA

		116		SA		2.52		6/23/16		4		3		4														94		4.70E+05		MRSA

		117		SA		4		6/23/16		>4		>32		>32																		MRSA

		118		SA		0.12		6/23/16		0.25		0.38		0.5																		MSSA

		119		SA		0.5		6/23/16		1		1		1														101		5.05E+05		MSSA

		120		SA		1		6/23/16		2		2		2						2		2		0.75		1		91		4.55E+05		MSSA

		121		SA		1		6/23/16		1		1.5		2																		MSSA

		122		SA				6/23/16		0.12		0.19		0.25																		MRSA

		123		SA				6/23/16		2		1.5		2														84		4.20E+05		MRSA

		124		SA				6/23/16		0.06		0.12		0.12																		MRSA

		125		SA				6/23/16		0.06		0.06		0.06																		MRSA

		126		SA				6/23/16		0.06		0.06		0.06														76		3.80E+05		MRSA

		127		SA				6/23/16		0.5		0.75		1																		MRSA

		128		SA				6/23/16		1		0.75		1																		MRSA

		129		SA				6/23/16		0.12		0.094		0.12														104		5.20E+05		MRSA

		130		SA				6/23/16		1		1		1																		MRSA

		131		SA				6/23/16		0.5		1		1																		MRSA

		132		SA				6/23/16		1		1		1														121		6.05E+05		MRSA

		133		SA				6/23/16		0.25		0.25		0.25																		MRSA

		134		SA				6/23/16		1		0.75		1																		MRSA

		135		SA				6/23/16		<=0.004		0.008		0.008																		MRSA

		136		SA				6/23/16		0.008		0.008		0.008																		MRSA

		137		SA				6/23/16		0.008		0.008		0.008														91		4.55E+05		MRSA

		138		SA				6/23/16		0.008		0.012		0.015																		MRSA

		139		SA				6/23/16		0.015		0.015		0.015																		MRSA

		140		SA				6/23/16		0.015		0.015		0.015																		MRSA

		141		SA				6/23/16		0.03		0.047		0.06														113		5.65E+05		MSSA

		142		SA				6/23/16		0.5		0.75		1																		MSSA

		143		SA				6/23/16		1		0.75		1														84		4.20E+05		MSSA

		144		SA				6/23/16		0.03		0.047		0.06														100		5.00E+05		MSSA

		145		SA				6/23/16		0.5		0.5		0.5																		MSSA

		146		SE		0.004		6/23/16		0.008		0.006		0.008														84		4.20E+05

		147		SE		0.008		6/23/16		0.015		0.012		0.015

		148		SE		0.25		6/23/16		0.5		0.5		0.5														92		4.60E+05

		149		SE		1.26		6/23/16		2		3		4

		150		SE		1		6/23/16		4		4		4

		151		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										121		6.05E+05

		152		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		153		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		154		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		155		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002										93		4.65E+05

		156		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		157		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		158		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										97		4.85E+05

		159		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002

		160		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										89		4.45E+05

		161		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		162		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		163		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		164		HI				7/7/16		NG		0.064		0.06		0.064		0.06										113		5.65E+05

		165		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		166		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										101		5.05E+05

		167		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		168		HP		0.008		7/7/16		0.008		0.012		0.015		0.012		0.015										91		4.55E+05

		169		HP		0.008		7/7/16		0.008		0.012		0.015		0.008		0.008

		170		HP		0.008		7/7/16		0.015		0.016		0.015		0.016		0.015										100		5.00E+05

		171		AG		0.008		6/24/16		0.015		0.008		0.008

		172		AG		0.008		6/24/16		0.008		0.012		0.015														113		5.65E+05

		173		AG		0.03		6/24/16		0.06		0.03		0.03						0.008		0.008		0.032		0.03

		174		AG		0.015		6/24/16		0.015		0.008		0.008

		175		AG		0.03		6/24/16		0.06		0.03		0.03

		176		AG		0.06		6/24/16		0.12		0.06		0.06														94		4.70E+05

		177		AG		0.5		6/24/16		1		0.5		0.5

		178		AG		0.5		6/24/16		0.5		0.25		0.25

		179		AG				6/24/16		0.03		0.015		0.015

		180		AG				6/24/16		0.03		0.015		0.015														87		4.35E+05

		181		AN		0.015		6/24/16		0.015		0.015		0.015

		182		AN		<=0.00012		6/24/16		<=0.002		0.006		0.008

		183		AN		0.012		6/24/16		0.015		0.015		0.015						0.012		0.015		0.032		0.03		108		5.40E+05

		184		AN		0.006		6/24/16		0.008		0.008		0.008

		185		AN		0.01		6/24/16		0.015		0.008		0.008

		186		DYS		0.008		6/24/16		0.008		0.008		0.008														90		4.50E+05

		187		DYS		0.008		6/24/16		0.008		0.008		0.008						0.003		0.004		0.008		0.008

		188		DYS		0.015		6/24/16		0.015		0.015		0.015														68		3.40E+05

		189		DYS		0.008		6/24/16		0.015		0.015		0.015

		190		DYS		0.01		6/24/16		0.01		0.015		0.02

		191		MI		0.015		6/24/16		0.03		0.015		0.015														99		4.95E+05

		192		MI		0.03		6/24/16		0.03		0.03		0.03

		193		MI		0.03		6/24/16		0.06		0.03		0.03

		194		MI		0.5		6/24/16		0.5		0.38		0.5														112		5.60E+05

		195		MI		2		6/24/16		>2		1.5		2						1		1		2		2

		196		PY		<=0.004		6/24/16		0.004		0.006		0.008														96		4.80E+05

		197		PY		0.03		6/24/16		0.03		0.03		0.03						0.016		0.015		0.047		0.06

		198		PY		0.008		6/24/16		0.008		0.008		0.008

		199		PY		0.015		6/24/16		0.015		0.008		0.008														98		4.90E+05

		200		PY		0.008		6/24/16		0.015		0.015		0.015

		201		PY		0.008		6/24/16		0.015		0.015		0.015

		202		PY				6/24/16		0.015		0.015		0.015

		203		PY				6/24/16		0.03		0.03		0.03														117		5.85E+05

		204		PY				6/24/16		0.008		0.008		0.008

		205		PY				6/24/16		0.03		0.03		0.03

		EFQC		ES				6/23/16		0.12		0.06		0.06						0.094		0.12		0.125		0.12		113		5.65E+05				0.015-0.12

		SA29QC		SA				6/23/16		0.008		0.008		0.008						0.003		0.004		0.004		0.004		106		5.30E+05				0.001-0.008

		SPQC		SP				6/24/16		0.008		0.012		0.015						0.006		0.008		0.012		0.015		73		3.65E+05				0.004-0.015

		EC25QC		EC				6/29/16		0.03		0.032		0.03						0.032		0.03		0.032		0.03		122		6.10E+05		results are x4		0.008-0.03

		PAQC		PA				6/29/16		0.25		0.19		0.25						0.25		0.25		0.25		0.25		96		4.80E+05				0.12-0.5

		HFQC		HI				7/7/16		<=0.002		<=0.002				<=0.002												96		4.80E+05				0.00025-0.001



		REPEATED 7/13/16





MHA Comparison

		DLX MTS Study #		Species		BMD		MTS on BD MHA		MTS on Hardy MHA		MTS on Remel MHA		Dilution Difference compared to BD

														Hardy-BD		Remel-BD

		6		ECL		4		4		4		4		0		0

		14		EC		0.06		0.12		0.06		0.12		-1		0

		17		EC		8		16		16		8		0		-1

		18		EC		0.125		0.5		1		0.5		1		0

		19		EC		1		2		2		1		0		-1

		40		KO		0.25		0.25		0.06		0.25		-2		0

		51		KP		1		1		1		1		0		0

		55		PM		4		2		2		2		0		0

		60		PA		0.25		0.25		0.25		0.25		0		0

		61		PA		4		4		8		4		1		0

		64		PA		1		1		2		1		1		0

		67		PA		0.25		0.25		0.25		0.25		0		0

		81		ES		0.06		0.06		0.06		0.06		0		0

		83		ES		2		2		2		2		0		0

		91		ES		0.25		0.25		0.12		0.12		-1		-1

		101		MRSA		0.5		0.25		0.12		0.12		-1		-1

		107		MSSA		<=0.004		0.004		0.004		0.004		0		0

		109		MRSA		>4		64.00		8.00		4.00		>-2		>-3

		113		MRSA		1		1		0.5		0.25		-1		-2

		120		MSSA		2		2		2		1		0		-1

		173		AG		0.06		0.03		0.008		0.03		-2		0

		183		AN		0.015		0.015		0.015		0.03		0		1

		187		DYS		0.008		0.008		0.004		0.008		-1		0

		195		MI		>2		2		1		2		-1		0

		197		PY		0.03		0.03		0.015		0.06		-1		1

		>32



Enterobacteriaciae & P. aeruginosa



MTS on BD MHA	4	0.12	16	0.5	2	0.25	1	2	0.25	4	1	0.25	MTS on Hardy MHA	4	0.06	16	1	2	0.06	1	2	0.25	8	2	0.25	MTS on Remel MHA	4	0.12	8	0.5	1	0.25	1	2	0.25	4	1	0.25	







S. aureus and E. faecallis



MTS on BD MHA	0.25	4.0000000000000001E-3	64	1	2	MTS on Hardy MHA	0.12	4.0000000000000001E-3	8	0.5	2	MTS on Remel MHA	0.12	4.0000000000000001E-3	4	0.25	1	









Quality Control

		QC Strain		DLX BMD		DLX MTS                        BD MHA		DFX MTS                    Hardy MHA		DFX MTS               Remel MHA		Colony Count		CFU/mL		CLSI Expected QC Range

		E. coli ATCC 29212		0.12		0.06		0.094		0.125		113		5.65E+05		0.015-0.12

		S. aureus ATCC 29213		0.008		0.008		0.003		0.004		106		5.30E+05		0.001-0.008

		S. pneumoniae 49619		0.008		0.012		0.06		0.012		73		3.65E+05		0.004-0.015

		E. coli ATCC 25922*		0.03		0.032		0.032		0.032		122		6.10E+05		0.008-0.03

		P. aeruginosa ATCC 27853		0.25		0.19		0.25		0.25		96		4.80E+05		0.12-0.5

		H. influenzae ATCC 49619		<=0.002		<=0.002		NT		NT		96		4.80E+05		0.00025-0.001

		*Tested 4 times (all MIC results = 0.03 µg/mL)

		NT - Not Tested

		QC Strain		DLX BMD		DLX MTS                        BD MHA		DFX MTS                    Hardy MHA		DFX MTS               Remel MHA		Colony Count		CFU/mL		CLSI Expected QC Range

		E. coli ATCC 29212		0.12		0.06		0.125		0.125		113		5.65E+05		0.015-0.12

		S. aureus ATCC 29213		0.008		0.008		0.004		0.004		106		5.30E+05		0.001-0.008

		S. pneumoniae 49619		0.008		0.015		0.06		0.015		73		3.65E+05		0.004-0.015

		E. coli ATCC 25922*		0.03		0.03		0.03		0.03		122		6.10E+05		0.008-0.03

		P. aeruginosa ATCC 27853		0.25		0.25		0.25		0.25		96		4.80E+05		0.12-0.5

		H. influenzae ATCC 49619		≤0.002		≤0.002		NT		NT		96		4.80E+05		0.00025-0.001

		*Tested 4 times (all MIC results = 0.03 µg/mL)

		NT - Not Tested





Dilution Difference Table

														BMD>		BMD>, both R		MTS>, both R		Both<		BMD<, both S

		Organism Group		-2		-1		0		1		2												Total		EA

		Enterobacteriaceae				5		23		18		5				5		4						60		92%

		P. aeruginosa						9		5						1		5						20		100%

		Staphylococci				3		28		12						3						4		50		100%

		Streptococci				13		17		3				1*								1		35		100%

		E. faecalis				2		15		3														20		100%

		Haemophilus spp.						1		2										16				20**		100%

		EA - percent within +/- one dilution (considering off-scale as EA)

		*S. mitis BMD = >2, MTS = 2

		**3 H. parainfluenzae MTS MIC  = 0.16 and BMD MIC = 0.008 and 0.16; The remaining strains were H. influenzae, all MICs (BMD and MTS) were ≤ 0.002 with exception of 1 strain that did not grow in BMD panel and MTS MIC was 0.06 µg/mL.



		verified by repeat testing, strains included:

		#8, E. cloacae (JMI #866609)

		#14, E. coli (JMI #376)

		#18, E. coli (JMI #756)

		#29, E. coli (LSI #720, TEM WT)

		#30, E. coli (LSI #721, TEM WT, CTX-M, Grp.9





Dilution Dif Table for Microbe

		Organism Group		-2		-1		0		1		2		BMD>, both R		MTS>, both R		BMD<, both S		Total		EA



		Staphylococci spp.				3		28		12				3				4		50		100%

		Enterobacteriaceae				5		23		18		5		5		4				60		92%

		P. aeruginosa						9		5				1		5				20		100%

		EA - percent within +/- one dilution (considering off-scale as EA)



		verified by repeat testing, strains included:

		#8, E. cloacae (JMI #866609)

		#14, E. coli (JMI #376)

		#18, E. coli (JMI #756)

		#29, E. coli (LSI #720, TEM WT)

		#30, E. coli (LSI #721, TEM WT, CTX-M, Grp.9





Scatterplots

		Enterobacteriaceae

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06		1				2

		0.125				6		6		1

		0.25						3		5		1																				number		%

		0.5						1		1		3		1																Category agreement		55		91.7%

		1										1		3																Minor error		5		8.3%

		2												2		4		1												Major error		0		0.0%

		4														1		2												Very major error		0		0.0%

		8																		1										total n		60

		16																1		4

		32																		1				1

		>32																1		1		2		3

		Category agreement				91.7%		Minor error				8.3%		Major error				0.0%		VM error				0.0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		Staphylococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004		2

		0.008		2		3

		0.015				2		3		1

		0.03								1

		0.06								2		2

		0.125										1		1

		0.25												1		2		2

		0.5														1		2

		1																3		10												number		%

		2																		1		2								Category agreement		46		92.0%

		4																				1		2						Minor error		4		8.0%

		8																								1				Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		50

		>32																								2

		Category agreement				92.0%		Minor error				8.0%		Major error				0.0%		VM error				0.0%



		Streptococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.002		0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		>2

		≤0.002

		0.004

		0.008		1		1		5		4

		0.015						2		7		3

		0.03										4		3

		0.06														1

		0.125

		0.25																1

		0.5																1		1

		1																														number		%

		2																								1				Category agreement		34		97.1%

		4																												Minor error		NA		NA

		8																												Major error		1		2.9%

		16																												Very major error		0		0.0%

		32																												total n		35

		>32

		Category agreement				97.1%								Major error				2.9%		VM error				0.0%



		Enterococcus faecalis

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004

		0.008

		0.015

		0.03

		0.06										2		1

		0.125												1

		0.25												1		6		1

		0.5

		1																		1												number		%

		2																				5								Category agreement		20		100.0%

		4																				2								Minor error		0		0.0%

		8																												Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		20

		>32

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%





Scatterplots for poster

		Enterobacteriaceae

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06		1				2

		0.125				6		6		1

		0.25						3		5		1																				number		%

		0.5						1		1		3		1																Category agreement		55		91.7%

		1										1		3																Minor error		5		8.3%

		2												2		4		1												Major error		0		0.0%

		4														1		2												Very major error		0		0.0%

		8																		1										total n		60

		16																1		4

		32																		1				1

		>32																1		1		2		3

		Cat. agreement				91.7%		Minor error				8.3%		Major error				0.0%		VM error				0.0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		Staphylococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004		2

		0.008		2		3

		0.015				2		3		1

		0.03								1

		0.06								2		2

		0.125										1		1

		0.25												1		2		2

		0.5														1		2

		1																3		10												number		%

		2																		1		2								Category agreement		46		92.0%

		4																				1		2						Minor error		4		8.0%

		8																								1				Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		50

		>32																								2

		Cat. agreement				92.0%		Minor error				8.0%		Major error				0.0%		VM error				0.0%



		Streptococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.002		0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		>2

		≤0.002

		0.004

		0.008		1		1		5		4

		0.015						2		7		3

		0.03										4		3																		number		%

		0.06														1														Category agreement		34		97.1%

		0.125																												Minor error		NA		NA

		0.25																1												Major error		1		2.9%

		0.5																1		1										Very major error		0		0.0%

		1																												total n		35

		2																								1

		4

		Cat. agreement						97.1%						Major error				2.9%		VM error				0.0%



		Enterococcus faecalis

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004

		0.008

		0.015

		0.03

		0.06										2		1

		0.125												1																		number		%

		0.25												1		6		1												Category agreement		20		100.0%

		0.5																												Minor error		0		0.0%

		1																		1										Major error		0		0.0%

		2																				5								Very major error		0		0.0%

		4																				2								total n		20

		8

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



























































































































































































































































































































Data for Report Appendix

		DLX MTS Study #		Org code		LSI #		JMI #		Organism		DLX JMI Mean MIC		Read Date		DLX BMD		DLX MTS BD MHA		DFX MTS HDY MHA		DFX MTS RML MHA		Colony Count		CFU/mL

		1		ECL		3000		324		Enterobacter cloacae		0.06		6/29/16		0.125		0.25

		2		ECL		3001		329		Enterobacter cloacae		0.06		6/29/16		0.06		0.125

		3		ECL		3002		565		Enterobacter cloacae		0.5		6/29/16		1		0.5						91		455000

		4		ECL		3003		765		Enterobacter cloacae		>8		6/29/16		>16		>32

		5		ECL		3004		813017		Enterobacter cloacae		1.26		6/29/16		2		2

		6		ECL		3005		814056		Enterobacter cloacae		2		6/29/16		4		4		4		4

		7		ECL		3006		814666		Enterobacter cloacae		6.35		6/29/16		8		16

		8		ECL		3007		866609		Enterobacter cloacae		5.04		6/29/16		4		16						114		570000

		9		ECL		3008		871443		Enterobacter cloacae		0.25		6/29/16		0.5		0.5

		10		ECL		907				Enterobacter cloacae				6/29/16		16		>32

		11		EC		3017		284		Escherichia coli		4		6/29/16		8		>32

		12		EC		3018		348		Escherichia coli		5.040		6/29/16		8		16

		13		EC		3019		349		Escherichia coli		6.350		6/29/16		8		16

		14		EC		3020		376		Escherichia coli		0.03		6/29/16		0.06		0.125		0.06		0.12

		15		EC		3021		542		Escherichia coli		0.06		6/29/16		0.06		0.125

		16		EC		3022		591		Escherichia coli		0.05		6/29/16		0.06		0.125						83		415000

		17		EC		3023		611		Escherichia coli		8		6/29/16		8		16		16		8

		18		EC		3024		756		Escherichia coli		0.25		6/29/16		0.125		0.5		1		0.5

		19		EC		3025		823		Escherichia coli		1		6/29/16		1		2		2		1

		20		EC		3026		814416		Escherichia coli		0.25		6/29/16		1		1

		21		EC		3027		816821		Escherichia coli		0.63		6/29/16		1		1

		22		EC		3028		818860		Escherichia coli		0.25		6/29/16		0.25		0.5						77		385000

		23		EC		914				Escherichia coli				6/29/16		>16		32

		24		EC		915				Escherichia coli				6/29/16		0.25		0.25

		25		EC		916				Escherichia coli				6/29/16		0.125		0.125

		26		EC		917				Escherichia coli				6/29/16		0.25		0.125

		27		EC		918				Escherichia coli				6/29/16		2		4						100		500000

		28		EC		919				Escherichia coli				6/29/16		0.03		0.06

		29		EC		920				Escherichia coli				6/29/16		0.12		0.125

		30		EC		921				Escherichia coli				6/29/16		0.12		0.06

		31		EC		922				Escherichia coli				6/29/16		1		2

		32		EC		923				Escherichia coli				6/29/16		>16		>32						82		410000

		33		EC		924				Escherichia coli				6/29/16		16		>32

		34		EC		2990				Escherichia coli				6/29/16		0.125		0.25

		35		KO		3032		259		Klebsiella oxytoca		0.12		6/29/16		0.25		0.25

		36		KO		3033		319		Klebsiella oxytoca		0.038		6/29/16		0.125		0.125						111		555000

		37		KO		3034		446		Klebsiella oxytoca		0.06		6/29/16		0.125		0.125

		38		KO		3035		759		Klebsiella oxytoca		0.06		6/29/16		0.125		0.125

		39		KO		3036		893		Klebsiella oxytoca		0.03		6/29/16		0.125		0.06						95		475000

		40		KO		3037		851014		Klebsiella oxytoca		0.25		6/29/16		0.25		0.25		0.06		0.25

		41		KO		3038		861864		Klebsiella oxytoca		0.5		6/29/16		0.5		1

		42		KO		2853				Klebsiella oxytoca				6/29/16		0.25		0.25

		43		KO		2854				Klebsiella oxytoca				6/29/16		0.25		0.25

		44		KO		2898				Klebsiella oxytoca				6/29/16		0.06		0.125

		45		KP		3039		496		Klebsiella pneumoniae		4		6/29/16		8		32						86		430000

		46		KP		3040		582		Klebsiella pneumoniae		0.12		6/29/16		0.125		0.25

		47		KP		3041		798		Klebsiella pneumoniae		0.06		6/29/16		0.06		0.125

		48		KP		3042		946		Klebsiella pneumoniae		0.06		6/29/16		0.125		0.125

		49		KP		3043		947		Klebsiella pneumoniae		0.5		6/29/16		0.5		0.5						94		470000

		50		KP		3044		813992		Klebsiella pneumoniae		2.52		6/29/16		2		2

		51		KP		3045		814529		Klebsiella pneumoniae		1		6/29/16		1		1		1		1

		52		KP		3046		824830		Klebsiella pneumoniae		2		6/29/16		2		2

		53		KP		3047		828761		Klebsiella pneumoniae		2		6/29/16		4		4

		54		KP		925				Klebsiella pneumoniae				6/29/16		8		8						107		535000

		55		PM		3048		133		Proteus mirabilis		1		6/29/16		4		2		2		2

		56		PM		3052		660		Proteus mirabilis		0.03		6/29/16		0.5		0.25

		57		PM		3054		771		Proteus mirabilis		>8		6/29/16		>16		>32

		58		PM		3055		840		Proteus mirabilis		0.15		6/29/16		0.500		0.5

		59		PM		3060		854131		Proteus mirabilis		4		6/29/16		4		>32						126		630000

		60		PA		3061		4		Pseudomonas aeruginosa		0.25		6/29/16		0.25		0.25		0.25		0.25

		61		PA		3062		123		Pseudomonas aeruginosa		4		6/29/16		4		4		8		4

		62		PA		3063		125		Pseudomonas aeruginosa		0.25		6/29/16		0.5		0.5

		63		PA		3064		140		Pseudomonas aeruginosa		4		6/29/16		4		8

		64		PA		3065		313		Pseudomonas aeruginosa		1		6/29/16		1		1		2		1

		65		PA		3066		454		Pseudomonas aeruginosa		0.794		6/29/16		1.000		1.000

		66		PA		3067		463		Pseudomonas aeruginosa		1		6/29/16		1		1						119		595000

		67		PA		3068		586		Pseudomonas aeruginosa		0.12		6/29/16		0.25		0.25		0.25		0.25

		68		PA		3069		762		Pseudomonas aeruginosa		8		6/29/16		16		>32

		69		PA		3070		895		Pseudomonas aeruginosa		0.12		6/29/16		0.125		0.25

		70		PA		781				Pseudomonas aeruginosa				6/29/16		>16		>32

		71		PA		782				Pseudomonas aeruginosa				6/29/16		8		16						83		415000

		72		PA		785				Pseudomonas aeruginosa				6/29/16		16		>32

		73		PA		788				Pseudomonas aeruginosa				6/29/16		16		>32

		74		PA		789				Pseudomonas aeruginosa				6/29/16		0.25		0.25

		75		PA		790				Pseudomonas aeruginosa				6/29/16		2		2

		76		PA		792				Pseudomonas aeruginosa				6/29/16		8		16						105		525000

		77		PA		794				Pseudomonas aeruginosa				6/29/16		16		>32

		78		PA		795				Pseudomonas aeruginosa				6/29/16		4		8

		79		PA		797				Pseudomonas aeruginosa				6/29/16		16		>32

		80		SM		3071		830792		Serratia marcescens		1.59		6/29/16		2		2

		81		ES		3009		113		Enterococcus faecalis		0.06		6/23/16		0.06		0.06		0.06		0.06

		82		ES		3010		456		Enterococcus faecalis		0.06		6/23/16		0.06		0.06

		83		ES		3011		472		Enterococcus faecalis		1		6/23/16		2		2		2		2		96		4.80E+05

		84		ES		3012		590		Enterococcus faecalis		0.12		6/23/16		0.25		0.25

		85		ES		3013		785		Enterococcus faecalis		1		6/23/16		2		2

		86		ES		3014		814188		Enterococcus faecalis		0.5		6/23/16		1		1						84		4.20E+05

		87		ES		3015		831301		Enterococcus faecalis		0.12		6/23/16		0.25		0.25

		88		ES		3016		872904		Enterococcus faecalis		1		6/23/16		2		2

		89		ES		D3214				Enterococcus faecalis				6/23/16		0.25		0.25						74		3.70E+05

		90		ES		D3215				Enterococcus faecalis				6/23/16		0.25		0.25

		91		ES		D3245				Enterococcus faecalis				6/23/16		0.25		0.25		0.12		0.12

		92		ES		D3246				Enterococcus faecalis				6/23/16		0.25		0.25

		93		ES		D3251				Enterococcus faecalis				6/23/16		2		2						103		5.15E+05

		94		ES		D3296				Enterococcus faecalis				6/23/16		2		2

		95		ES		D3329				Enterococcus faecalis				6/23/16		2		4

		96		ES		D3337				Enterococcus faecalis				6/23/16		0.5		0.25

		97		ES		D3376				Enterococcus faecalis				6/23/16		0.125		0.06

		98		ES		D3418				Enterococcus faecalis				6/23/16		2		4						110		5.50E+05

		99		ES		D3596				Enterococcus faecalis				6/23/16		0.125		0.25

		100		ES		D3638				Enterococcus faecalis				6/23/16		0.125		0.125

		101		SA		3072		1		MRSA		0.12		6/23/16		0.5		0.25		0.12		0.12

		102		SA		3073		9		MRSA		0.12		6/23/16		0.25		0.25						86		4.30E+05

		103		SA		3074		37		MRSA		0.12		6/23/16		1		1

		104		SA		3075		51		MRSA		0.12		6/23/16		1		1

		105		SA		3076		54		MRSA		0.12		6/23/16		0.5		0.25						90		4.50E+05

		106		SA		3077		63		MSSA		0.015		6/23/16		0.03		0.03

		107		SA		3078		104		MSSA		0.004		6/23/16		<=0.004		0.004		0.004		0.004

		108		SA		3079		115		MSSA		0.004		6/23/16		<=0.004		0.008

		109		SA		3080		119		MRSA		6.35		6/23/16		>4		>32		8.00		4.00		84		4.20E+05

		110		SA		3081		129		MRSA		0.315		6/23/16		1		1

		111		SA		3082		131		MSSA		0.002		6/23/16		<=0.004		0.004

		112		SA		3083		211		MRSA		4		6/23/16		>4		8

		113		SA		3084		605		MRSA		0.40		6/23/16		1		1		0.5		0.25		73		3.65E+05

		114		SA		3085		690		MSSA		0.008		6/23/16		0.008		0.015

		115		SA		3086		764		MSSA		0.008		6/23/16		0.03		0.015

		116		SA		3087		813118		MRSA		2.52		6/23/16		4		4						94		4.70E+05

		117		SA		3088		813922		MRSA		4		6/23/16		>4		>32

		118		SA		3089		816806		MSSA		0.12		6/23/16		0.25		0.5

		119		SA		3090		818951		MSSA		0.5		6/23/16		1		1						101		5.05E+05

		120		SA		3091		819625		MSSA		1		6/23/16		2		2		2		1		91		4.55E+05

		121		SA		3092		861282		MSSA		1		6/23/16		1		2

		122		SA		D850				MRSA				6/23/16		0.125		0.25

		123		SA		D1132				MRSA				6/23/16		2		2						84		4.20E+05

		124		SA		D2806				MRSA				6/23/16		0.06		0.125

		125		SA		D2877				MRSA				6/23/16		0.06		0.06

		126		SA		D2878				MRSA				6/23/16		0.06		0.06						76		3.80E+05

		127		SA		D3933				MRSA				6/23/16		0.5		1

		128		SA		D3978				MRSA				6/23/16		1		1

		129		SA		D4043				MRSA				6/23/16		0.125		0.125						104		5.20E+05

		130		SA		D4055				MRSA				6/23/16		1		1

		131		SA		D4062				MRSA				6/23/16		0.5		1

		132		SA		D4065				MRSA				6/23/16		1		1						121		6.05E+05

		133		SA		D4119				MRSA				6/23/16		0.25		0.25

		134		SA		D4136				MRSA				6/23/16		1		1

		135		SA		D4159				MRSA				6/23/16		<=0.004		0.008

		136		SA		D4324				MRSA				6/23/16		0.008		0.008

		137		SA		D4340				MRSA				6/23/16		0.008		0.008						91		4.55E+05

		138		SA		D4372				MRSA				6/23/16		0.008		0.015

		139		SA		D4380				MRSA				6/23/16		0.015		0.015

		140		SA		D4381				MRSA				6/23/16		0.015		0.015

		141		SA		D2702				MSSA				6/23/16		0.03		0.06						113		5.65E+05

		142		SA		D3459				MSSA				6/23/16		0.5		1

		143		SA		D3498				MSSA				6/23/16		1		1						84		4.20E+05

		144		SA		D3636				MSSA				6/23/16		0.03		0.06						100		5.00E+05

		145		SA		D4346				MSSA				6/23/16		0.5		0.5

		146		SE		3096		448		Staphylococcus epidermidis		0.004		6/23/16		0.008		0.008						84		4.20E+05

		147		SE		3099		666		Staphylococcus epidermidis		0.008		6/23/16		0.015		0.015

		148		SE		3102		906		Staphylococcus epidermidis		0.25		6/23/16		0.5		0.5						92		4.60E+05

		149		SE		3103		830363		Staphylococcus epidermidis		1.26		6/23/16		2		4

		150		SE		3104		862055		Staphylococcus epidermidis		1		6/23/16		4		4

		151		HI		623				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						121		6.05E+05

		152		HI		624				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		153		HI		625				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		154		HI		626				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		155		HI		627				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						93		4.65E+05

		156		HI		630				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		157		HI		631				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		158		HI		632				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						97		4.85E+05

		159		HI		633				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		160		HI		634				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						89		4.45E+05

		161		HI		635				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		162		HI		974				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		163		HI		975				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		164		HI		976				Haemophilus influenzae				7/7/16		NG		0.06						113		5.65E+05

		165		HI		985				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		166		HI		986				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						101		5.05E+05

		167		HI		1512				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		168		HP		3029		70		Haemophilus parainfluenzae		0.008		7/7/16		0.008		0.015						91		4.55E+05

		169		HP		3030		207		Haemophilus parainfluenzae		0.008		7/7/16		0.008		0.015

		170		HP		3031		209		Haemophilus parainfluenzae		0.008		7/7/16		0.015		0.015						100		5.00E+05

		171		AG		3105		23		Streptococcus agalactiae		0.008		6/24/16		0.015		0.008

		172		AG		3106		371		Streptococcus agalactiae		0.008		6/24/16		0.008		0.015						113		5.65E+05

		173		AG		3107		478		Streptococcus agalactiae		0.03		6/24/16		0.06		0.03		0.008		0.03

		174		AG		3108		664		Streptococcus agalactiae		0.015		6/24/16		0.015		0.008

		175		AG		3109		907		Streptococcus agalactiae		0.03		6/24/16		0.06		0.03

		176		AG		3110		824604		Streptococcus agalactiae		0.06		6/24/16		0.125		0.06						94		4.70E+05

		177		AG		3111		853096		Streptococcus agalactiae		0.5		6/24/16		1		0.5

		178		AG		3112		867750		Streptococcus agalactiae		0.5		6/24/16		0.5		0.25

		179		AG		436				Streptococcus agalactiae				6/24/16		0.03		0.015

		180		AG		437				Streptococcus agalactiae				6/24/16		0.03		0.015						87		4.35E+05

		181		AN		3113		25		Streptococcus anginosus		0.015		6/24/16		0.015		0.015

		182		AN		3114		29		Streptococcus anginosus		<=0.00012		6/24/16		<=0.002		0.008

		183		AN		3115		95		Streptococcus anginosus		0.012		6/24/16		0.015		0.015		0.015		0.03		108		5.40E+05

		184		AN		3116		118		Streptococcus anginosus		0.006		6/24/16		0.008		0.008

		185		AN		3117		162		Streptococcus anginosus		0.01		6/24/16		0.015		0.008

		186		DYS		3118		298		Streptococcus dysgalactiae		0.008		6/24/16		0.008		0.008						90		4.50E+05

		187		DYS		3119		327		Streptococcus dysgalactiae		0.008		6/24/16		0.008		0.008		0.004		0.008

		188		DYS		3120		404		Streptococcus dysgalactiae		0.015		6/24/16		0.015		0.015						68		3.40E+05

		189		DYS		3121		575		Streptococcus dysgalactiae		0.008		6/24/16		0.015		0.015

		190		DYS		3122		887		Streptococcus dysgalactiae		0.01		6/24/16		0.008		0.015

		191		MI		3123		466		Streptococcus mitis group		0.015		6/24/16		0.03		0.015						99		4.95E+05

		192		MI		3124		554		Streptococcus mitis group		0.03		6/24/16		0.03		0.03

		193		MI		3127		503		Streptococcus mitis/oralis		0.03		6/24/16		0.06		0.03

		194		MI		3128		847974		Streptococcus mitis/oralis		0.5		6/24/16		0.5		0.5						112		5.60E+05

		195		MI		3129		862011		Streptococcus mitis/oralis		2		6/24/16		>2		2		1		2

		196		PY		3130		31		Streptococcus pyogenes		<=0.004		6/24/16		0.004		0.008						96		4.80E+05

		197		PY		3131		121		Streptococcus pyogenes		0.03		6/24/16		0.03		0.03		0.015		0.06

		198		PY		3132		388		Streptococcus pyogenes		0.008		6/24/16		0.008		0.008

		199		PY		3133		537		Streptococcus pyogenes		0.015		6/24/16		0.015		0.008						98		4.90E+05

		200		PY		3134		751		Streptococcus pyogenes		0.008		6/24/16		0.015		0.015

		201		PY		3135		824142		Streptococcus pyogenes		0.008		6/24/16		0.015		0.015

		202		PY		402				Streptococcus pyogenes				6/24/16		0.015		0.015

		203		PY		403				Streptococcus pyogenes				6/24/16		0.03		0.03						117		5.85E+05

		204		PY		404				Streptococcus pyogenes				6/24/16		0.008		0.008

		205		PY		405				Streptococcus pyogenes				6/24/16		0.03		0.03






Isolate Reference

		DLX Study #		Org code		LSI Bank #		DRL #		JMI #		Organism		Delafloxacin GEOMEAN MIC		ORG Type		Notes

		1		ECL		3000				324		Enterobacter cloacae		0.06		G-

		2		ECL		3001				329		Enterobacter cloacae		0.06		G-

		3		ECL		3002				565		Enterobacter cloacae		0.5		G-

		4		ECL		3003				765		Enterobacter cloacae		>8		G-

		5		ECL		3004				813017		Enterobacter cloacae		1.26		G-

		6		ECL		3005				814056		Enterobacter cloacae		2		G-

		7		ECL		3006				814666		Enterobacter cloacae		6.35		G-

		8		ECL		3007				866609		Enterobacter cloacae		5.04		G-

		9		ECL		3008				871443		Enterobacter cloacae		0.25		G-

		10		ECL		907						Enterobacter cloacae				G-

		11		EC		3017				284		Escherichia coli		4		G-

		12		EC		3018				348		Escherichia coli		5.040		G-

		13		EC		3019				349		Escherichia coli		6.350		G-

		14		EC		3020				376		Escherichia coli		0.03		G-

		15		EC		3021				542		Escherichia coli		0.06		G-

		16		EC		3022				591		Escherichia coli		0.05		G-

		17		EC		3023				611		Escherichia coli		8		G-

		18		EC		3024				756		Escherichia coli		0.25		G-

		19		EC		3025				823		Escherichia coli		1		G-

		20		EC		3026				814416		Escherichia coli		0.25		G-

		21		EC		3027				816821		Escherichia coli		0.63		G-

		22		EC		3028				818860		Escherichia coli		0.25		G-

		23		EC		914						Escherichia coli				G-

		24		EC		915						Escherichia coli				G-

		25		EC		916						Escherichia coli				G-

		26		EC		917						Escherichia coli				G-

		27		EC		918						Escherichia coli				G-

		28		EC		919						Escherichia coli				G-

		29		EC		920						Escherichia coli				G-

		30		EC		921						Escherichia coli				G-

		31		EC		922						Escherichia coli				G-

		32		EC		923						Escherichia coli				G-

		33		EC		924						Escherichia coli				G-

		34		EC		2990						Escherichia coli				G-

		35		KO		3032				259		Klebsiella oxytoca		0.12		G-

		36		KO		3033				319		Klebsiella oxytoca		0.038		G-

		37		KO		3034				446		Klebsiella oxytoca		0.06		G-

		38		KO		3035				759		Klebsiella oxytoca		0.06		G-

		39		KO		3036				893		Klebsiella oxytoca		0.03		G-

		40		KO		3037				851014		Klebsiella oxytoca		0.25		G-

		41		KO		3038				861864		Klebsiella oxytoca		0.5		G-

		42		KO		2853						Klebsiella oxytoca				G-

		43		KO		2854						Klebsiella oxytoca				G-

		44		KO		2898						Klebsiella oxytoca				G-

		45		KP		3039				496		Klebsiella pneumoniae		4		G-

		46		KP		3040				582		Klebsiella pneumoniae		0.12		G-

		47		KP		3041				798		Klebsiella pneumoniae		0.06		G-

		48		KP		3042				946		Klebsiella pneumoniae		0.06		G-

		49		KP		3043				947		Klebsiella pneumoniae		0.5		G-

		50		KP		3044				813992		Klebsiella pneumoniae		2.52		G-

		51		KP		3045				814529		Klebsiella pneumoniae		1		G-

		52		KP		3046				824830		Klebsiella pneumoniae		2		G-

		53		KP		3047				828761		Klebsiella pneumoniae		2		G-

		54		KP		925						Klebsiella pneumoniae				G-

		55		PM		3048				133		Proteus mirabilis		1		G-

		56		PM		3052				660		Proteus mirabilis		0.03		G-

		57		PM		3054				771		Proteus mirabilis		>8		G-

		58		PM		3055				840		Proteus mirabilis		0.15		G-

		59		PM		3060				854131		Proteus mirabilis		4		G-

		60		PA		3061				4		Pseudomonas aeruginosa		0.25		G-

		61		PA		3062				123		Pseudomonas aeruginosa		4		G-

		62		PA		3063				125		Pseudomonas aeruginosa		0.25		G-

		63		PA		3064				140		Pseudomonas aeruginosa		4		G-

		64		PA		3065				313		Pseudomonas aeruginosa		1		G-

		65		PA		3066				454		Pseudomonas aeruginosa		0.794		G-

		66		PA		3067				463		Pseudomonas aeruginosa		1		G-

		67		PA		3068				586		Pseudomonas aeruginosa		0.12		G-

		68		PA		3069				762		Pseudomonas aeruginosa		8		G-

		69		PA		3070				895		Pseudomonas aeruginosa		0.12		G-

		70		PA		781						Pseudomonas aeruginosa				G-

		71		PA		782						Pseudomonas aeruginosa				G-

		72		PA		785						Pseudomonas aeruginosa				G-

		73		PA		788						Pseudomonas aeruginosa				G-

		74		PA		789						Pseudomonas aeruginosa				G-

		75		PA		790						Pseudomonas aeruginosa				G-

		76		PA		792						Pseudomonas aeruginosa				G-

		77		PA		794						Pseudomonas aeruginosa				G-

		78		PA		795						Pseudomonas aeruginosa				G-

		79		PA		797						Pseudomonas aeruginosa				G-

		80		SM		3071				830792		Serratia marcescens		1.59		G-

		81		ES		3009				113		Enterococcus faecalis		0.06		G+

		82		ES		3010				456		Enterococcus faecalis		0.06		G+

		83		ES		3011				472		Enterococcus faecalis		1		G+

		84		ES		3012				590		Enterococcus faecalis		0.12		G+

		85		ES		3013				785		Enterococcus faecalis		1		G+

		86		ES		3014				814188		Enterococcus faecalis		0.5		G+

		87		ES		3015				831301		Enterococcus faecalis		0.12		G+

		88		ES		3016				872904		Enterococcus faecalis		1		G+

		89		ES				3214				Enterococcus faecalis				G+

		90		ES				3215				Enterococcus faecalis				G+

		91		ES				3245				Enterococcus faecalis				G+

		92		ES				3246				Enterococcus faecalis				G+

		93		ES				3251				Enterococcus faecalis				G+

		94		ES				3296				Enterococcus faecalis				G+

		95		ES				3329				Enterococcus faecalis				G+

		96		ES				3337				Enterococcus faecalis				G+

		97		ES				3376				Enterococcus faecalis				G+

		98		ES				3418				Enterococcus faecalis				G+

		99		ES				3596				Enterococcus faecalis				G+

		100		ES				3638				Enterococcus faecalis				G+

		101		SA		3072				1		Staphylococcus aureus		0.12		G+		MRSA

		102		SA		3073				9		Staphylococcus aureus		0.12		G+		MRSA

		103		SA		3074				37		Staphylococcus aureus		0.12		G+		MRSA

		104		SA		3075				51		Staphylococcus aureus		0.12		G+		MRSA

		105		SA		3076				54		Staphylococcus aureus		0.12		G+		MRSA

		106		SA		3077				63		Staphylococcus aureus		0.015		G+		MSSA

		107		SA		3078				104		Staphylococcus aureus		0.004		G+		MSSA

		108		SA		3079				115		Staphylococcus aureus		0.004		G+		MSSA

		109		SA		3080				119		Staphylococcus aureus		6.35		G+		MRSA

		110		SA		3081				129		Staphylococcus aureus		0.315		G+		MRSA

		111		SA		3082				131		Staphylococcus aureus		0.002		G+		MSSA

		112		SA		3083				211		Staphylococcus aureus		4		G+		MRSA

		113		SA		3084				605		Staphylococcus aureus		0.40		G+		MRSA

		114		SA		3085				690		Staphylococcus aureus		0.008		G+		MSSA

		115		SA		3086				764		Staphylococcus aureus		0.008		G+		MSSA

		116		SA		3087				813118		Staphylococcus aureus		2.52		G+		MRSA

		117		SA		3088				813922		Staphylococcus aureus		4		G+		MRSA

		118		SA		3089				816806		Staphylococcus aureus		0.12		G+		MSSA

		119		SA		3090				818951		Staphylococcus aureus		0.5		G+		MSSA

		120		SA		3091				819625		Staphylococcus aureus		1		G+		MSSA

		121		SA		3092				861282		Staphylococcus aureus		1		G+		MSSA

		122		SA				850				Staphylococcus aureus				G+		MRSA

		123		SA				1132				Staphylococcus aureus				G+		MRSA

		124		SA				2806				Staphylococcus aureus				G+		MRSA

		125		SA				2877				Staphylococcus aureus				G+		MRSA

		126		SA				2878				Staphylococcus aureus				G+		MRSA

		127		SA				3933				Staphylococcus aureus				G+		MRSA

		128		SA				3978				Staphylococcus aureus				G+		MRSA

		129		SA				4043				Staphylococcus aureus				G+		MRSA

		130		SA				4055				Staphylococcus aureus				G+		MRSA

		131		SA				4062				Staphylococcus aureus				G+		MRSA

		132		SA				4065				Staphylococcus aureus				G+		MRSA

		133		SA				4119				Staphylococcus aureus				G+		MRSA

		134		SA				4136				Staphylococcus aureus				G+		MRSA

		135		SA				4159				Staphylococcus aureus				G+		MRSA

		136		SA				4324				Staphylococcus aureus				G+		MRSA

		137		SA				4340				Staphylococcus aureus				G+		MRSA

		138		SA				4372				Staphylococcus aureus				G+		MRSA

		139		SA				4380				Staphylococcus aureus				G+		MRSA

		140		SA				4381				Staphylococcus aureus				G+		MRSA

		141		SA				2702				Staphylococcus aureus				G+		MSSA

		142		SA				3459				Staphylococcus aureus				G+		MSSA

		143		SA				3498				Staphylococcus aureus				G+		MSSA

		144		SA				3636				Staphylococcus aureus				G+		MSSA

		145		SA				4346				Staphylococcus aureus				G+		MSSA

		146		SE		3096				448		Staphylococcus epidermidis		0.004		G+

		147		SE		3099				666		Staphylococcus epidermidis		0.008		G+

		148		SE		3102				906		Staphylococcus epidermidis		0.25		G+

		149		SE		3103				830363		Staphylococcus epidermidis		1.26		G+

		150		SE		3104				862055		Staphylococcus epidermidis		1		G+

		151		HI		623						Haemophilus influenzae				HI

		152		HI		624						Haemophilus influenzae				HI

		153		HI		625						Haemophilus influenzae				HI

		154		HI		626						Haemophilus influenzae				HI

		155		HI		627						Haemophilus influenzae				HI

		156		HI		630						Haemophilus influenzae				HI

		157		HI		631						Haemophilus influenzae				HI

		158		HI		632						Haemophilus influenzae				HI

		159		HI		633						Haemophilus influenzae				HI

		160		HI		634						Haemophilus influenzae				HI

		161		HI		635						Haemophilus influenzae				HI

		162		HI		974						Haemophilus influenzae				HI

		163		HI		975						Haemophilus influenzae				HI

		164		HI		976						Haemophilus influenzae				HI

		165		HI		985						Haemophilus influenzae				HI

		166		HI		986						Haemophilus influenzae				HI

		167		HI		1512						Haemophilus influenzae				HI

		168		HP		3029				70		Haemophilus parainfluenzae		0.008		HI

		169		HP		3030				207		Haemophilus parainfluenzae		0.008		HI

		170		HP		3031				209		Haemophilus parainfluenzae		0.008		HI

		171		AG		3105				23		Streptococcus agalactiae		0.008		Strep

		172		AG		3106				371		Streptococcus agalactiae		0.008		Strep

		173		AG		3107				478		Streptococcus agalactiae		0.03		Strep

		174		AG		3108				664		Streptococcus agalactiae		0.015		Strep

		175		AG		3109				907		Streptococcus agalactiae		0.03		Strep

		176		AG		3110				824604		Streptococcus agalactiae		0.06		Strep

		177		AG		3111				853096		Streptococcus agalactiae		0.5		Strep

		178		AG		3112				867750		Streptococcus agalactiae		0.5		Strep

		179		AG		436						Streptococcus agalactiae				Strep

		180		AG		437						Streptococcus agalactiae				Strep

		181		AN		3113				25		Streptococcus anginosus		0.015		Strep

		182		AN		3114				29		Streptococcus anginosus		<=0.00012		Strep

		183		AN		3115				95		Streptococcus anginosus		0.012		Strep

		184		AN		3116				118		Streptococcus anginosus		0.006		Strep

		185		AN		3117				162		Streptococcus anginosus		0.01		Strep

		186		DYS		3118				298		Streptococcus dysgalactiae		0.008		Strep

		187		DYS		3119				327		Streptococcus dysgalactiae		0.008		Strep

		188		DYS		3120				404		Streptococcus dysgalactiae		0.015		Strep

		189		DYS		3121				575		Streptococcus dysgalactiae		0.008		Strep

		190		DYS		3122				887		Streptococcus dysgalactiae		0.01		Strep

		191		MI		3123				466		Streptococcus mitis group		0.015		Strep

		192		MI		3124				554		Streptococcus mitis group		0.03		Strep

		193		MI		3127				503		Streptococcus mitis/oralis		0.03		Strep

		194		MI		3128				847974		Streptococcus mitis/oralis		0.5		Strep

		195		MI		3129				862011		Streptococcus mitis/oralis		2		Strep

		196		PY		3130				31		Streptococcus pyogenes		<=0.004		Strep

		197		PY		3131				121		Streptococcus pyogenes		0.03		Strep

		198		PY		3132				388		Streptococcus pyogenes		0.008		Strep

		199		PY		3133				537		Streptococcus pyogenes		0.015		Strep

		200		PY		3134				751		Streptococcus pyogenes		0.008		Strep

		201		PY		3135				824142		Streptococcus pyogenes		0.008		Strep

		202		PY		402						Streptococcus pyogenes				Strep

		203		PY		403						Streptococcus pyogenes				Strep

		204		PY		404						Streptococcus pyogenes				Strep

		205		PY		405						Streptococcus pyogenes				Strep





All RESULTS

		DLX Study #		Org code		Initial JMI DLX MIC		Read Date		DLX BMD		DLX MTS BD		DLX MTS BD Rounded		DFX MTS CHOC		DFX MTS CHOC Rounded		DFX MTS HDY		DFX MTS HDY Rounded		DFX MTS RML		DFX MTS RML Rounded		Colony Count		CFU/mL		Notes		Expected QC Range

		1		ECL		0.06		6/29/16		0.12		0.19		0.25

		2		ECL		0.06		6/29/16		0.06		0.094		0.125

		3		ECL		0.5		6/29/16		1		0.5		0.5														91		455000

		4		ECL		>8		6/29/16		>16		>32		>32

		5		ECL		1.26		6/29/16		2		1.5		2

		6		ECL		2		6/29/16		4		4		4						3		4		4		4

		7		ECL		6.35		6/29/16		8		16		16

		8		ECL		5.04		6/29/16		4		16		16														114		570000

		9		ECL		0.25		6/29/16		0.5		0.38		0.5

		10		ECL				6/29/16		16		>32		>32

		11		EC		4		6/29/16		2		>32		>32

		12		EC		5.04		6/29/16		8		12		16

		13		EC		6.35		6/29/16		8		12		16

		14		EC		0.03		6/29/16		0.03		0.094		0.125						0.047		0.06		0.094		0.12

		15		EC		0.06		6/29/16		0.06		0.125		0.125

		16		EC		0.05		6/29/16		0.06		0.125		0.125														83		415000

		17		EC		8		6/29/16		8		16		16						12		16		6		8

		18		EC		0.25		6/29/16		0.12		0.5		0.5						0.75		1		0.5		0.5

		19		EC		1		6/29/16		1		2		2						1.5		2		1		1

		20		EC		0.25		6/29/16		0.25		0.75		1

		21		EC		0.63		6/29/16		1		1		1

		22		EC		0.25		6/29/16		0.25		0.38		0.5														77		385000

		23		EC				6/29/16		>16		32		32

		24		EC				6/29/16		0.25		0.25		0.25

		25		EC				6/29/16		0.12		0.125		0.125

		26		EC				6/29/16		0.25		0.125		0.125

		27		EC				6/29/16		2		3		4														100		500000

		28		EC				6/29/16		0.03		0.064		0.06

		29		EC				6/29/16		0.03		0.094		0.125

		30		EC				6/29/16		0.03		0.094		0.125

		31		EC				6/29/16		1		2		2

		32		EC				6/29/16		>16		>32		>32														82		410000

		33		EC				6/29/16		16		>32		>32

		34		EC				6/29/16		0.12		0.19		0.25

		35		KO		0.12		6/29/16		0.25		0.25		0.25

		36		KO		0.038		6/29/16		0.12		0.094		0.125														111		555000

		37		KO		0.06		6/29/16		0.12		0.094		0.125

		38		KO		0.06		6/29/16		0.12		0.125		0.125

		39		KO		0.03		6/29/16		0.12		0.064		0.06														95		475000

		40		KO		0.25		6/29/16		0.25		0.19		0.25						0.064		0.06		0.25		0.25

		41		KO		0.5		6/29/16		0.5		0.75		1

		42		KO				6/29/16		0.25		0.25		0.25

		43		KO				6/29/16		0.25		0.19		0.25

		44		KO				6/29/16		0.06		0.094		0.125

		45		KP		4		6/29/16		8		>32		>32														86		430000

		46		KP		0.12		6/29/16		0.12		0.19		0.25

		47		KP		0.06		6/29/16		0.06		0.094		0.125

		48		KP		0.06		6/29/16		0.12		0.125		0.125

		49		KP		0.5		6/29/16		0.5		0.5		0.5														94		470000

		50		KP		2.52		6/29/16		2		2		2

		51		KP		1		6/29/16		1		1		1						1		1		1		1

		52		KP		2		6/29/16		2		2		2

		53		KP		2		6/29/16		4		3		4

		54		KP				6/29/16		8		6		8														107		535000

		55		PM		1		6/29/16		4		2		2						2		2		2		2

		56		PM		0.03		6/29/16		0.5		0.19		0.25

		57		PM		>8		6/29/16		>16		>32		>32

		58		PM		0.15		6/29/16		0.12		0.5		0.5

		59		PM		4		6/29/16		4		>32		>32														126		630000

		60		PA		0.25		6/29/16		0.25		0.25		0.25						0.25		0.25		0.25		0.25

		61		PA		4		6/29/16		4		4		4						6		8		4		4

		62		PA		0.25		6/29/16		0.5		0.5		0.5

		63		PA		4		6/29/16

		64		PA		1		6/29/16												1.5		2		1		1

		65		PA		0.794		6/29/16

		66		PA		1		6/29/16		1		1		1														119		595000

		67		PA		0.12		6/29/16		0.25		0.25		0.25						0.25		0.25		0.19		0.25

		68		PA		8		6/29/16		16		>32		>32

		69		PA		0.12		6/29/16		0.12		0.25		0.25

		70		PA				6/29/16		>16		>32		>32

		71		PA				6/29/16		8		16		16														83		415000

		72		PA				6/29/16		16		>32		>32

		73		PA				6/29/16		16		>32		>32

		74		PA				6/29/16		0.25		0.19		0.25

		75		PA				6/29/16		2		2		2

		76		PA				6/29/16		8		12		16														105		525000

		77		PA				6/29/16		16		>32		>32

		78		PA				6/29/16		4		6		8

		79		PA				6/29/16		16		>32		>32

		80		SM		1.59		6/29/16		2		1.5		2

		81		ES		0.06		6/23/16		0.06		0.06		0.06						0.064		0.06		0.064		0.06

		82		ES		0.06		6/23/16		0.06		0.047		0.06

		83		ES		1		6/23/16		2		1.5		2						2		2		2		2		96		4.80E+05

		84		ES		0.12		6/23/16		0.25		0.25		0.25

		85		ES		1		6/23/16		2		2		2

		86		ES		0.5		6/23/16		1		0.75		1														84		4.20E+05

		87		ES		0.12		6/23/16		0.25		0.25		0.25

		88		ES		1		6/23/16		2		2		2

		89		ES				6/23/16		0.25		0.19		0.25														74		3.70E+05

		90		ES				6/23/16		0.25		0.19		0.25

		91		ES				6/23/16		0.25		0.19		0.25						0.125		0.12		0.125		0.12

		92		ES				6/23/16		0.25		0.25		0.25

		93		ES				6/23/16		2		1.5		2														103		5.15E+05

		94		ES				6/23/16		2		1.5		2

		95		ES				6/23/16		2		3		4

		96		ES				6/23/16		0.5		0.19		0.25

		97		ES				6/23/16		0.12		0.06		0.06

		98		ES				6/23/16		2		3		4														110		5.50E+05

		99		ES				6/23/16		0.12		0.19		0.25

		100		ES				6/23/16		0.12		0.12		0.12

		101		SA		0.12		6/23/16		0.5		0.25		0.25						0.125		0.12		0.125		0.12						MRSA

		102		SA		0.12		6/23/16		0.25		0.19		0.25														86		4.30E+05		MRSA

		103		SA		0.12		6/23/16		1		1		1																		MRSA

		104		SA		0.12		6/23/16		1		1		1																		MRSA

		105		SA		0.12		6/23/16		0.5		0.25		0.25														90		4.50E+05		MRSA

		106		SA		0.015		6/23/16		0.03		0.03		0.03																		MSSA

		107		SA		0.004		6/23/16		<=0.004		0.004		0.004						0.004		0.004		0.003		0.004						MSSA

		108		SA		0.004		6/23/16		<=0.004		0.008		0.008																		MSSA

		109		SA		6.35		6/23/16		>4		>32		>32						6.00		8.00		4.00		4.00		84		4.20E+05		MRSA

		110		SA		0.315		6/23/16		1		0.75		1																		MRSA

		111		SA		0.002		6/23/16		<=0.004		0.004		0.004																		MSSA

		112		SA		4		6/23/16		>4		6		8																		MRSA

		113		SA		0.40		6/23/16		1		1		1						0.38		0.5		0.25		0.25		73		3.65E+05		MRSA

		114		SA		0.008		6/23/16		0.008		0.012		0.015																		MSSA

		115		SA		0.008		6/23/16		0.03		0.012		0.015																		MSSA

		116		SA		2.52		6/23/16		4		3		4														94		4.70E+05		MRSA

		117		SA		4		6/23/16		>4		>32		>32																		MRSA

		118		SA		0.12		6/23/16		4		0.25		0.25																		MSSA

		119		SA		0.5		6/23/16		1		1		1														101		5.05E+05		MSSA

		120		SA		1		6/23/16		2		2		2						2		2		0.75		1		91		4.55E+05		MSSA

		121		SA		1		6/23/16		1		1.5		2																		MSSA

		122		SA				6/23/16		0.12		0.19		0.25																		MRSA

		123		SA				6/23/16		2		1.5		2														84		4.20E+05		MRSA

		124		SA				6/23/16		0.06		0.12		0.12																		MRSA

		125		SA				6/23/16		0.06		0.06		0.06																		MRSA

		126		SA				6/23/16		0.06		0.06		0.06														76		3.80E+05		MRSA

		127		SA				6/23/16		0.5		0.75		1																		MRSA

		128		SA				6/23/16		1		0.75		1																		MRSA

		129		SA				6/23/16		0.12		0.094		0.12														104		5.20E+05		MRSA

		130		SA				6/23/16		1		1		1																		MRSA

		131		SA				6/23/16		0.5		1		1																		MRSA

		132		SA				6/23/16		1		1		1														121		6.05E+05		MRSA

		133		SA				6/23/16		0.25		0.25		0.25																		MRSA

		134		SA				6/23/16		1		0.75		1																		MRSA

		135		SA				6/23/16		<=0.004		0.008		0.008																		MRSA

		136		SA				6/23/16		0.008		0.008		0.008																		MRSA

		137		SA				6/23/16		0.008		0.008		0.008														91		4.55E+05		MRSA

		138		SA				6/23/16		0.008		0.012		0.015																		MRSA

		139		SA				6/23/16		0.015		0.015		0.015																		MRSA

		140		SA				6/23/16		0.015		0.015		0.015																		MRSA

		141		SA				6/23/16		0.03		0.047		0.06														113		5.65E+05		MSSA

		142		SA				6/23/16		0.5		0.75		1																		MSSA

		143		SA				6/23/16		1		0.75		1														84		4.20E+05		MSSA

		144		SA				6/23/16		0.03		0.047		0.06														100		5.00E+05		MSSA

		145		SA				6/23/16		0.5		0.5		0.5																		MSSA

		146		SE		0.004		6/23/16		0.008		0.006		0.008														84		4.20E+05

		147		SE		0.008		6/23/16		0.015		0.012		0.015

		148		SE		0.25		6/23/16		0.5		0.5		0.5														92		4.60E+05

		149		SE		1.26		6/23/16		2		3		4

		150		SE		1		6/23/16		4		4		4

		151		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										121		6.05E+05

		152		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		153		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		154		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		155		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002										93		4.65E+05

		156		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		157		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		158		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										97		4.85E+05

		159		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002

		160		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										89		4.45E+05

		161		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		162		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		163		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		164		HI				7/7/16		<=0.002		0.023		0.03		0.032		0.03										113		5.65E+05

		165		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		166		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										101		5.05E+05

		167		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		168		HP		0.008		7/7/16		0.008		0.012		0.015		0.012		0.015										91		4.55E+05

		169		HP		0.008		7/7/16		0.008		0.012		0.015		0.008		0.008

		170		HP		0.008		7/7/16		0.015		0.016		0.015		0.016		0.015										100		5.00E+05

		171		AG		0.008		6/24/16		0.015		0.008		0.008

		172		AG		0.008		6/24/16		0.008		0.012		0.015														113		5.65E+05

		173		AG		0.03		6/24/16		0.06		0.03		0.03						0.008		0.008		0.032		0.03

		174		AG		0.015		6/24/16		0.015		0.008		0.008

		175		AG		0.03		6/24/16		0.06		0.03		0.03

		176		AG		0.06		6/24/16		0.12		0.06		0.06														94		4.70E+05

		177		AG		0.5		6/24/16		2		0.25		0.25

		178		AG		0.5		6/24/16		0.5		0.25		0.25

		179		AG				6/24/16		0.03		0.015		0.015

		180		AG				6/24/16		0.03		0.015		0.015														87		4.35E+05

		181		AN		0.015		6/24/16		0.015		0.015		0.015

		182		AN		<=0.00012		6/24/16		<=0.002		0.006		0.008

		183		AN		0.012		6/24/16		0.015		0.015		0.015						0.012		0.015		0.032		0.03		108		5.40E+05

		184		AN		0.006		6/24/16		0.008		0.008		0.008

		185		AN		0.01		6/24/16		0.015		0.008		0.008

		186		DYS		0.008		6/24/16		0.008		0.008		0.008														90		4.50E+05

		187		DYS		0.008		6/24/16		0.008		0.008		0.008						0.003		0.004		0.008		0.008

		188		DYS		0.015		6/24/16		0.015		0.015		0.015														68		3.40E+05

		189		DYS		0.008		6/24/16		0.015		0.015		0.015

		190		DYS		0.01		6/24/16		0.01		0.015		0.02

		191		MI		0.015		6/24/16		0.03		0.015		0.015														99		4.95E+05

		192		MI		0.03		6/24/16		0.03		0.03		0.03

		193		MI		0.03		6/24/16		0.06		0.03		0.03

		194		MI		0.5		6/24/16		0.5		0.38		0.5														112		5.60E+05

		195		MI		2		6/24/16		>2		1.5		2						1		1		2		2

		196		PY		<=0.004		6/24/16		0.004		0.006		0.008														96		4.80E+05

		197		PY		0.03		6/24/16		0.03		0.03		0.03						0.016		0.015		0.047		0.06

		198		PY		0.008		6/24/16		0.008		0.008		0.008

		199		PY		0.015		6/24/16		0.015		0.008		0.008														98		4.90E+05

		200		PY		0.008		6/24/16		0.015		0.015		0.015

		201		PY		0.008		6/24/16		0.015		0.015		0.015

		202		PY				6/24/16		0.015		0.015		0.015

		203		PY				6/24/16		0.03		0.03		0.03														117		5.85E+05

		204		PY				6/24/16		0.008		0.008		0.008

		205		PY				6/24/16		0.03		0.03		0.03

		EFQC		ES				6/23/16		0.12		0.06		0.06						0.094		0.12		0.125		0.12		113		5.65E+05				0.015-0.12

		SA29QC		SA				6/23/16		0.008		0.008		0.008						0.003		0.004		0.25		0.25		106		5.30E+05				0.001-0.008

		SPQC		SP				6/24/16		0.008		0.012		0.015						0.006		0.008		0.012		0.015		73		3.65E+05				0.004-0.015

		EC25QC		EC				6/29/16		<=0.015		0.047		0.06						0.032		0.03		0.032		0.03		122		6.10E+05				0.008-0.03

		PAQC		PA				6/29/16		0.25		0.19		0.25						0.25		0.25		0.25		0.25		96		4.80E+05				0.12-0.5

		HFQC		HI				7/7/16		<=0.002		<=0.002				<=0.002												96		4.80E+05				0.00025-0.001



		REPEAT

		Replicate testing of QC EC25QC and (SA29QC on RML Only) to be performed

		Look at pictures - ellipse very narrow at high concentration?





All RESULTS WITH RPT RESULTS

		DLX Study #		Org code		Initial JMI DLX MIC		Read Date		DLX BMD		DLX MTS BD		DLX MTS BD Rounded		DFX MTS CHOC		DFX MTS CHOC Rounded		DFX MTS HDY		DFX MTS HDY Rounded		DFX MTS RML		DFX MTS RML Rounded		Colony Count		CFU/mL		Notes		Expected QC Range

		1		ECL		0.06		6/29/16		0.12		0.19		0.25

		2		ECL		0.06		6/29/16		0.06		0.094		0.125

		3		ECL		0.5		6/29/16		1		0.5		0.5														91		455000

		4		ECL		>8		6/29/16		>16		>32		>32

		5		ECL		1.26		6/29/16		2		1.5		2

		6		ECL		2		6/29/16		4		4		4						3		4		4		4

		7		ECL		6.35		6/29/16		8		16		16

		8		ECL		5.04		6/29/16		4		16		16														114		570000

		9		ECL		0.25		6/29/16		0.5		0.38		0.5

		10		ECL				6/29/16		16		>32		>32

		11		EC		4		6/29/16		8		>32		>32

		12		EC		5.04		6/29/16		8		12		16

		13		EC		6.35		6/29/16		8		12		16

		14		EC		0.03		6/29/16		0.06		0.094		0.125						0.047		0.06		0.094		0.12

		15		EC		0.06		6/29/16		0.06		0.125		0.125

		16		EC		0.05		6/29/16		0.06		0.125		0.125														83		415000

		17		EC		8		6/29/16		8		16		16						12		16		6		8

		18		EC		0.25		6/29/16		0.125		0.5		0.5						0.75		1		0.5		0.5

		19		EC		1		6/29/16		1		2		2						1.5		2		1		1

		20		EC		0.25		6/29/16		1		0.75		1

		21		EC		0.63		6/29/16		1		1		1

		22		EC		0.25		6/29/16		0.25		0.38		0.5														77		385000

		23		EC				6/29/16		>16		32		32

		24		EC				6/29/16		0.25		0.25		0.25

		25		EC				6/29/16		0.12		0.125		0.125

		26		EC				6/29/16		0.25		0.125		0.125

		27		EC				6/29/16		2		3		4														100		500000

		28		EC				6/29/16		0.03		0.064		0.06

		29		EC				6/29/16		0.12		0.125		0.125

		30		EC				6/29/16		0.12		0.064		0.06

		31		EC				6/29/16		1		2		2

		32		EC				6/29/16		>16		>32		>32														82		410000

		33		EC				6/29/16		16		>32		>32

		34		EC				6/29/16		0.12		0.19		0.25

		35		KO		0.12		6/29/16		0.25		0.25		0.25

		36		KO		0.038		6/29/16		0.12		0.094		0.125														111		555000

		37		KO		0.06		6/29/16		0.12		0.094		0.125

		38		KO		0.06		6/29/16		0.12		0.125		0.125

		39		KO		0.03		6/29/16		0.12		0.064		0.06														95		475000

		40		KO		0.25		6/29/16		0.25		0.19		0.25						0.064		0.06		0.25		0.25

		41		KO		0.5		6/29/16		0.5		0.75		1

		42		KO				6/29/16		0.25		0.25		0.25

		43		KO				6/29/16		0.25		0.19		0.25

		44		KO				6/29/16		0.06		0.094		0.125

		45		KP		4		6/29/16		8		24		32														86		430000

		46		KP		0.12		6/29/16		0.12		0.19		0.25

		47		KP		0.06		6/29/16		0.06		0.094		0.125

		48		KP		0.06		6/29/16		0.12		0.125		0.125

		49		KP		0.5		6/29/16		0.5		0.5		0.5														94		470000

		50		KP		2.52		6/29/16		2		2		2

		51		KP		1		6/29/16		1		1		1						1		1		1		1

		52		KP		2		6/29/16		2		2		2

		53		KP		2		6/29/16		4		3		4

		54		KP				6/29/16		8		6		8														107		535000

		55		PM		1		6/29/16		4		2		2						2		2		2		2

		56		PM		0.03		6/29/16		0.5		0.19		0.25

		57		PM		>8		6/29/16		>16		>32		>32

		58		PM		0.15		6/29/16		0.5		0.38		0.5

		59		PM		4		6/29/16		4		>32		>32														126		630000

		60		PA		0.25		6/29/16		0.25		0.25		0.25						0.25		0.25		0.25		0.25

		61		PA		4		6/29/16		4		4		4						6		8		4		4

		62		PA		0.25		6/29/16		0.5		0.5		0.5

		63		PA		4		6/29/16		4		6		8

		64		PA		1		6/29/16		1		1		1						1.5		2		1		1

		65		PA		0.794		6/29/16		1		1		1

		66		PA		1		6/29/16		1		1		1														119		595000

		67		PA		0.12		6/29/16		0.25		0.25		0.25						0.25		0.25		0.19		0.25

		68		PA		8		6/29/16		16		>32		>32

		69		PA		0.12		6/29/16		0.12		0.25		0.25

		70		PA				6/29/16		>16		>32		>32

		71		PA				6/29/16		8		16		16														83		415000

		72		PA				6/29/16		16		>32		>32

		73		PA				6/29/16		16		>32		>32

		74		PA				6/29/16		0.25		0.19		0.25

		75		PA				6/29/16		2		2		2

		76		PA				6/29/16		8		12		16														105		525000

		77		PA				6/29/16		16		>32		>32

		78		PA				6/29/16		4		6		8

		79		PA				6/29/16		16		>32		>32

		80		SM		1.59		6/29/16		2		1.5		2

		81		ES		0.06		6/23/16		0.06		0.06		0.06						0.064		0.06		0.064		0.06

		82		ES		0.06		6/23/16		0.06		0.047		0.06

		83		ES		1		6/23/16		2		1.5		2						2		2		2		2		96		4.80E+05

		84		ES		0.12		6/23/16		0.25		0.25		0.25

		85		ES		1		6/23/16		2		2		2

		86		ES		0.5		6/23/16		1		0.75		1														84		4.20E+05

		87		ES		0.12		6/23/16		0.25		0.25		0.25

		88		ES		1		6/23/16		2		2		2

		89		ES				6/23/16		0.25		0.19		0.25														74		3.70E+05

		90		ES				6/23/16		0.25		0.19		0.25

		91		ES				6/23/16		0.25		0.19		0.25						0.125		0.12		0.125		0.12

		92		ES				6/23/16		0.25		0.25		0.25

		93		ES				6/23/16		2		1.5		2														103		5.15E+05

		94		ES				6/23/16		2		1.5		2

		95		ES				6/23/16		2		3		4

		96		ES				6/23/16		0.5		0.19		0.25

		97		ES				6/23/16		0.12		0.06		0.06

		98		ES				6/23/16		2		3		4														110		5.50E+05

		99		ES				6/23/16		0.12		0.19		0.25

		100		ES				6/23/16		0.12		0.12		0.12

		101		SA		0.12		6/23/16		0.5		0.25		0.25						0.125		0.12		0.125		0.12						MRSA

		102		SA		0.12		6/23/16		0.25		0.19		0.25														86		4.30E+05		MRSA

		103		SA		0.12		6/23/16		1		1		1																		MRSA

		104		SA		0.12		6/23/16		1		1		1																		MRSA

		105		SA		0.12		6/23/16		0.5		0.25		0.25														90		4.50E+05		MRSA

		106		SA		0.015		6/23/16		0.03		0.03		0.03																		MSSA

		107		SA		0.004		6/23/16		<=0.004		0.004		0.004						0.004		0.004		0.003		0.004						MSSA

		108		SA		0.004		6/23/16		<=0.004		0.008		0.008																		MSSA

		109		SA		6.35		6/23/16		>4		>32		>32						6.00		8.00		4.00		4.00		84		4.20E+05		MRSA

		110		SA		0.315		6/23/16		1		0.75		1																		MRSA

		111		SA		0.002		6/23/16		<=0.004		0.004		0.004																		MSSA

		112		SA		4		6/23/16		>4		6		8																		MRSA

		113		SA		0.40		6/23/16		1		1		1						0.38		0.5		0.25		0.25		73		3.65E+05		MRSA

		114		SA		0.008		6/23/16		0.008		0.012		0.015																		MSSA

		115		SA		0.008		6/23/16		0.03		0.012		0.015																		MSSA

		116		SA		2.52		6/23/16		4		3		4														94		4.70E+05		MRSA

		117		SA		4		6/23/16		>4		>32		>32																		MRSA

		118		SA		0.12		6/23/16		0.25		0.38		0.5																		MSSA

		119		SA		0.5		6/23/16		1		1		1														101		5.05E+05		MSSA

		120		SA		1		6/23/16		2		2		2						2		2		0.75		1		91		4.55E+05		MSSA

		121		SA		1		6/23/16		1		1.5		2																		MSSA

		122		SA				6/23/16		0.12		0.19		0.25																		MRSA

		123		SA				6/23/16		2		1.5		2														84		4.20E+05		MRSA

		124		SA				6/23/16		0.06		0.12		0.12																		MRSA

		125		SA				6/23/16		0.06		0.06		0.06																		MRSA

		126		SA				6/23/16		0.06		0.06		0.06														76		3.80E+05		MRSA

		127		SA				6/23/16		0.5		0.75		1																		MRSA

		128		SA				6/23/16		1		0.75		1																		MRSA

		129		SA				6/23/16		0.12		0.094		0.12														104		5.20E+05		MRSA

		130		SA				6/23/16		1		1		1																		MRSA

		131		SA				6/23/16		0.5		1		1																		MRSA

		132		SA				6/23/16		1		1		1														121		6.05E+05		MRSA

		133		SA				6/23/16		0.25		0.25		0.25																		MRSA

		134		SA				6/23/16		1		0.75		1																		MRSA

		135		SA				6/23/16		<=0.004		0.008		0.008																		MRSA

		136		SA				6/23/16		0.008		0.008		0.008																		MRSA

		137		SA				6/23/16		0.008		0.008		0.008														91		4.55E+05		MRSA

		138		SA				6/23/16		0.008		0.012		0.015																		MRSA

		139		SA				6/23/16		0.015		0.015		0.015																		MRSA

		140		SA				6/23/16		0.015		0.015		0.015																		MRSA

		141		SA				6/23/16		0.03		0.047		0.06														113		5.65E+05		MSSA

		142		SA				6/23/16		0.5		0.75		1																		MSSA

		143		SA				6/23/16		1		0.75		1														84		4.20E+05		MSSA

		144		SA				6/23/16		0.03		0.047		0.06														100		5.00E+05		MSSA

		145		SA				6/23/16		0.5		0.5		0.5																		MSSA

		146		SE		0.004		6/23/16		0.008		0.006		0.008														84		4.20E+05

		147		SE		0.008		6/23/16		0.015		0.012		0.015

		148		SE		0.25		6/23/16		0.5		0.5		0.5														92		4.60E+05

		149		SE		1.26		6/23/16		2		3		4

		150		SE		1		6/23/16		4		4		4

		151		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										121		6.05E+05

		152		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		153		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		154		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		155		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002										93		4.65E+05

		156		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		157		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		158		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										97		4.85E+05

		159		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002

		160		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										89		4.45E+05

		161		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		162		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		163		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		164		HI				7/7/16		NG		0.064		0.06		0.064		0.06										113		5.65E+05

		165		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		166		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										101		5.05E+05

		167		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		168		HP		0.008		7/7/16		0.008		0.012		0.015		0.012		0.015										91		4.55E+05

		169		HP		0.008		7/7/16		0.008		0.012		0.015		0.008		0.008

		170		HP		0.008		7/7/16		0.015		0.016		0.015		0.016		0.015										100		5.00E+05

		171		AG		0.008		6/24/16		0.015		0.008		0.008

		172		AG		0.008		6/24/16		0.008		0.012		0.015														113		5.65E+05

		173		AG		0.03		6/24/16		0.06		0.03		0.03						0.008		0.008		0.032		0.03

		174		AG		0.015		6/24/16		0.015		0.008		0.008

		175		AG		0.03		6/24/16		0.06		0.03		0.03

		176		AG		0.06		6/24/16		0.12		0.06		0.06														94		4.70E+05

		177		AG		0.5		6/24/16		1		0.5		0.5

		178		AG		0.5		6/24/16		0.5		0.25		0.25

		179		AG				6/24/16		0.03		0.015		0.015

		180		AG				6/24/16		0.03		0.015		0.015														87		4.35E+05

		181		AN		0.015		6/24/16		0.015		0.015		0.015

		182		AN		<=0.00012		6/24/16		<=0.002		0.006		0.008

		183		AN		0.012		6/24/16		0.015		0.015		0.015						0.012		0.015		0.032		0.03		108		5.40E+05

		184		AN		0.006		6/24/16		0.008		0.008		0.008

		185		AN		0.01		6/24/16		0.015		0.008		0.008

		186		DYS		0.008		6/24/16		0.008		0.008		0.008														90		4.50E+05

		187		DYS		0.008		6/24/16		0.008		0.008		0.008						0.003		0.004		0.008		0.008

		188		DYS		0.015		6/24/16		0.015		0.015		0.015														68		3.40E+05

		189		DYS		0.008		6/24/16		0.015		0.015		0.015

		190		DYS		0.01		6/24/16		0.01		0.015		0.02

		191		MI		0.015		6/24/16		0.03		0.015		0.015														99		4.95E+05

		192		MI		0.03		6/24/16		0.03		0.03		0.03

		193		MI		0.03		6/24/16		0.06		0.03		0.03

		194		MI		0.5		6/24/16		0.5		0.38		0.5														112		5.60E+05

		195		MI		2		6/24/16		>2		1.5		2						1		1		2		2

		196		PY		<=0.004		6/24/16		0.004		0.006		0.008														96		4.80E+05

		197		PY		0.03		6/24/16		0.03		0.03		0.03						0.016		0.015		0.047		0.06

		198		PY		0.008		6/24/16		0.008		0.008		0.008

		199		PY		0.015		6/24/16		0.015		0.008		0.008														98		4.90E+05

		200		PY		0.008		6/24/16		0.015		0.015		0.015

		201		PY		0.008		6/24/16		0.015		0.015		0.015

		202		PY				6/24/16		0.015		0.015		0.015

		203		PY				6/24/16		0.03		0.03		0.03														117		5.85E+05

		204		PY				6/24/16		0.008		0.008		0.008

		205		PY				6/24/16		0.03		0.03		0.03

		EFQC		ES				6/23/16		0.12		0.06		0.06						0.094		0.12		0.125		0.12		113		5.65E+05				0.015-0.12

		SA29QC		SA				6/23/16		0.008		0.008		0.008						0.003		0.004		0.004		0.004		106		5.30E+05				0.001-0.008

		SPQC		SP				6/24/16		0.008		0.012		0.015						0.006		0.008		0.012		0.015		73		3.65E+05				0.004-0.015

		EC25QC		EC				6/29/16		0.03		0.032		0.03						0.032		0.03		0.032		0.03		122		6.10E+05		results are x4		0.008-0.03

		PAQC		PA				6/29/16		0.25		0.19		0.25						0.25		0.25		0.25		0.25		96		4.80E+05				0.12-0.5

		HFQC		HI				7/7/16		<=0.002		<=0.002				<=0.002												96		4.80E+05				0.00025-0.001
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MHA Comparison

		DLX MTS Study #		Species		BMD		MTS on BD MHA		MTS on Hardy MHA		MTS on Remel MHA		Dilution Difference compared to BD

														Hardy-BD		Remel-BD

		6		ECL		4		4		4		4		0		0

		14		EC		0.06		0.12		0.06		0.12		-1		0

		17		EC		8		16		16		8		0		-1

		18		EC		0.125		0.5		1		0.5		1		0

		19		EC		1		2		2		1		0		-1

		40		KO		0.25		0.25		0.06		0.25		-2		0

		51		KP		1		1		1		1		0		0

		55		PM		4		2		2		2		0		0

		60		PA		0.25		0.25		0.25		0.25		0		0

		61		PA		4		4		8		4		1		0

		64		PA		1		1		2		1		1		0

		67		PA		0.25		0.25		0.25		0.25		0		0

		81		ES		0.06		0.06		0.06		0.06		0		0

		83		ES		2		2		2		2		0		0

		91		ES		0.25		0.25		0.12		0.12		-1		-1

		101		MRSA		0.5		0.25		0.12		0.12		-1		-1

		107		MSSA		<=0.004		0.004		0.004		0.004		0		0

		109		MRSA		>4		64.00		8.00		4.00		>-2		>-3

		113		MRSA		1		1		0.5		0.25		-1		-2

		120		MSSA		2		2		2		1		0		-1

		173		AG		0.06		0.03		0.008		0.03		-2		0

		183		AN		0.015		0.015		0.015		0.03		0		1

		187		DYS		0.008		0.008		0.004		0.008		-1		0

		195		MI		>2		2		1		2		-1		0

		197		PY		0.03		0.03		0.015		0.06		-1		1

		>32



Enterobacteriaciae & P. aeruginosa



MTS on BD MHA	4	0.12	16	0.5	2	0.25	1	2	0.25	4	1	0.25	MTS on Hardy MHA	4	0.06	16	1	2	0.06	1	2	0.25	8	2	0.25	MTS on Remel MHA	4	0.12	8	0.5	1	0.25	1	2	0.25	4	1	0.25	







S. aureus and E. faecallis



MTS on BD MHA	0.25	4.0000000000000001E-3	64	1	2	MTS on Hardy MHA	0.12	4.0000000000000001E-3	8	0.5	2	MTS on Remel MHA	0.12	4.0000000000000001E-3	4	0.25	1	









Quality Control

		QC Strain		DLX BMD		DLX MTS                        BD MHA		DFX MTS                    Hardy MHA		DFX MTS               Remel MHA		Colony Count		CFU/mL		CLSI Expected QC Range

		E. coli ATCC 29212		0.12		0.06		0.094		0.125		113		5.65E+05		0.015-0.12

		S. aureus ATCC 29213		0.008		0.008		0.003		0.004		106		5.30E+05		0.001-0.008

		S. pneumoniae 49619		0.008		0.012		0.06		0.012		73		3.65E+05		0.004-0.015

		E. coli ATCC 25922*		0.03		0.032		0.032		0.032		122		6.10E+05		0.008-0.03

		P. aeruginosa ATCC 27853		0.25		0.19		0.25		0.25		96		4.80E+05		0.12-0.5

		H. influenzae ATCC 49619		<=0.002		<=0.002		NT		NT		96		4.80E+05		0.00025-0.001

		*Tested 4 times (all MIC results = 0.03 µg/mL)

		NT - Not Tested

		QC Strain		DLX BMD		DLX MTS                        BD MHA		DFX MTS                    Hardy MHA		DFX MTS               Remel MHA		Colony Count		CFU/mL		CLSI Expected QC Range

		E. coli ATCC 29212		0.12		0.06		0.125		0.125		113		5.65E+05		0.015-0.12

		S. aureus ATCC 29213		0.008		0.008		0.004		0.004		106		5.30E+05		0.001-0.008

		S. pneumoniae 49619		0.008		0.015		0.06		0.015		73		3.65E+05		0.004-0.015

		E. coli ATCC 25922*		0.03		0.03		0.03		0.03		122		6.10E+05		0.008-0.03

		P. aeruginosa ATCC 27853		0.25		0.25		0.25		0.25		96		4.80E+05		0.12-0.5

		H. influenzae ATCC 49619		≤0.002		≤0.002		NT		NT		96		4.80E+05		0.00025-0.001

		*Tested 4 times (all MIC results = 0.03 µg/mL)

		NT - Not Tested





Dilution Difference Table

														BMD>		BMD>, both R		MTS>, both R		Both<		BMD<, both S

		Organism Group		-2		-1		0		1		2												Total		EA

		Enterobacteriaceae				5		23		18		5				5		4						60		92%

		P. aeruginosa						9		5						1		5						20		100%

		Staphylococci				3		28		12						3						4		50		100%

		Streptococci				13		17		3				1*								1		35		100%

		E. faecalis				2		15		3														20		100%

		Haemophilus spp.						1		2										16				20**		100%

		EA - percent within +/- one dilution (considering off-scale as EA)

		*S. mitis BMD = >2, MTS = 2

		**3 H. parainfluenzae MTS MIC  = 0.16 and BMD MIC = 0.008 and 0.16; The remaining strains were H. influenzae, all MICs (BMD and MTS) were ≤ 0.002 with exception of 1 strain that did not grow in BMD panel and MTS MIC was 0.06 µg/mL.



		verified by repeat testing, strains included:

		#8, E. cloacae (JMI #866609)

		#14, E. coli (JMI #376)

		#18, E. coli (JMI #756)

		#29, E. coli (LSI #720, TEM WT)

		#30, E. coli (LSI #721, TEM WT, CTX-M, Grp.9





Dilution Dif Table for Microbe

		Organism Group		-2		-1		0		1		2		BMD>, both R		MTS>, both R		BMD<, both S		Total		EA



		Staphylococci spp.				3		28		12				3				4		50		100%

		Enterobacteriaceae				5		23		18		5		5		4				60		92%

		P. aeruginosa						9		5				1		5				20		100%

		EA - percent within +/- one dilution (considering off-scale as EA)



		verified by repeat testing, strains included:

		#8, E. cloacae (JMI #866609)

		#14, E. coli (JMI #376)

		#18, E. coli (JMI #756)

		#29, E. coli (LSI #720, TEM WT)

		#30, E. coli (LSI #721, TEM WT, CTX-M, Grp.9





Scatterplots

		Enterobacteriaceae

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06		1				2

		0.125				6		6		1

		0.25						3		5		1																				number		%

		0.5						1		1		3		1																Category agreement		55		91.7%

		1										1		3																Minor error		5		8.3%

		2												2		4		1												Major error		0		0.0%

		4														1		2												Very major error		0		0.0%

		8																		1										total n		60

		16																1		4

		32																		1				1

		>32																1		1		2		3

		Category agreement				91.7%		Minor error				8.3%		Major error				0.0%		VM error				0.0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		Staphylococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004		2

		0.008		2		3

		0.015				2		3		1

		0.03								1

		0.06								2		2

		0.125										1		1

		0.25												1		2		2

		0.5														1		2

		1																3		10												number		%

		2																		1		2								Category agreement		46		92.0%

		4																				1		2						Minor error		4		8.0%

		8																								1				Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		50

		>32																								2

		Category agreement				92.0%		Minor error				8.0%		Major error				0.0%		VM error				0.0%



		Streptococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.002		0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		>2

		≤0.002

		0.004

		0.008		1		1		5		4

		0.015						2		7		3

		0.03										4		3

		0.06														1

		0.125

		0.25																1

		0.5																1		1

		1																														number		%

		2																								1				Category agreement		34		97.1%

		4																												Minor error		NA		NA

		8																												Major error		1		2.9%

		16																												Very major error		0		0.0%

		32																												total n		35

		>32

		Category agreement				97.1%								Major error				2.9%		VM error				0.0%



		Enterococcus faecalis

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004

		0.008

		0.015

		0.03

		0.06										2		1

		0.125												1

		0.25												1		6		1

		0.5

		1																		1												number		%

		2																				5								Category agreement		20		100.0%

		4																				2								Minor error		0		0.0%

		8																												Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		20

		>32

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%





Scatterplots for poster

		Enterobacteriaceae

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06		1				2

		0.125				6		6		1

		0.25						3		5		1																				number		%

		0.5						1		1		3		1																Category agreement		55		91.7%

		1										1		3																Minor error		5		8.3%

		2												2		4		1												Major error		0		0.0%

		4														1		2												Very major error		0		0.0%

		8																		1										total n		60

		16																1		4

		32																		1				1

		>32																1		1		2		3

		Cat. agreement				91.7%		Minor error				8.3%		Major error				0.0%		VM error				0.0%



		P. aeruginosa - prior BPs

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		Staphylococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004		2

		0.008		2		3

		0.015				2		3		1

		0.03								1

		0.06								2		2

		0.125										1		1

		0.25												1		2		2

		0.5														1		2

		1																3		10												number		%

		2																		1		2								Category agreement		46		92.0%

		4																				1		2						Minor error		4		8.0%

		8																								1				Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		50

		>32																								2

		Cat. agreement				92.0%		Minor error				8.0%		Major error				0.0%		VM error				0.0%



		Streptococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.002		0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		>2

		≤0.002

		0.004

		0.008		1		1		5		4

		0.015						2		7		3

		0.03										4		3																		number		%

		0.06														1														Category agreement		34		97.1%

		0.125																												Minor error		NA		NA

		0.25																1												Major error		1		2.9%

		0.5																1		1										Very major error		0		0.0%

		1																												total n		35

		2																								1

		4

		Cat. agreement						97.1%						Major error				2.9%		VM error				0.0%



		Enterococcus faecalis

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004

		0.008

		0.015

		0.03

		0.06										2		1

		0.125												1																		number		%

		0.25												1		6		1												Category agreement		20		100.0%

		0.5																												Minor error		0		0.0%

		1																		1										Major error		0		0.0%

		2																				5								Very major error		0		0.0%

		4																				2								total n		20

		8

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



























































































































































































































































































































Data for Report Appendix

		DLX MTS Study #		Org code		LSI #		JMI #		Organism		DLX JMI Mean MIC		Read Date		DLX BMD		DLX MTS BD MHA		DFX MTS HDY MHA		DFX MTS RML MHA		Colony Count		CFU/mL

		1		ECL		3000		324		Enterobacter cloacae		0.06		6/29/16		0.125		0.25

		2		ECL		3001		329		Enterobacter cloacae		0.06		6/29/16		0.06		0.125

		3		ECL		3002		565		Enterobacter cloacae		0.5		6/29/16		1		0.5						91		455000

		4		ECL		3003		765		Enterobacter cloacae		>8		6/29/16		>16		>32

		5		ECL		3004		813017		Enterobacter cloacae		1.26		6/29/16		2		2

		6		ECL		3005		814056		Enterobacter cloacae		2		6/29/16		4		4		4		4

		7		ECL		3006		814666		Enterobacter cloacae		6.35		6/29/16		8		16

		8		ECL		3007		866609		Enterobacter cloacae		5.04		6/29/16		4		16						114		570000

		9		ECL		3008		871443		Enterobacter cloacae		0.25		6/29/16		0.5		0.5

		10		ECL		907				Enterobacter cloacae				6/29/16		16		>32

		11		EC		3017		284		Escherichia coli		4		6/29/16		8		>32

		12		EC		3018		348		Escherichia coli		5.040		6/29/16		8		16

		13		EC		3019		349		Escherichia coli		6.350		6/29/16		8		16

		14		EC		3020		376		Escherichia coli		0.03		6/29/16		0.06		0.125		0.06		0.12

		15		EC		3021		542		Escherichia coli		0.06		6/29/16		0.06		0.125

		16		EC		3022		591		Escherichia coli		0.05		6/29/16		0.06		0.125						83		415000

		17		EC		3023		611		Escherichia coli		8		6/29/16		8		16		16		8

		18		EC		3024		756		Escherichia coli		0.25		6/29/16		0.125		0.5		1		0.5

		19		EC		3025		823		Escherichia coli		1		6/29/16		1		2		2		1

		20		EC		3026		814416		Escherichia coli		0.25		6/29/16		1		1

		21		EC		3027		816821		Escherichia coli		0.63		6/29/16		1		1

		22		EC		3028		818860		Escherichia coli		0.25		6/29/16		0.25		0.5						77		385000

		23		EC		914				Escherichia coli				6/29/16		>16		32

		24		EC		915				Escherichia coli				6/29/16		0.25		0.25

		25		EC		916				Escherichia coli				6/29/16		0.125		0.125

		26		EC		917				Escherichia coli				6/29/16		0.25		0.125

		27		EC		918				Escherichia coli				6/29/16		2		4						100		500000

		28		EC		919				Escherichia coli				6/29/16		0.03		0.06

		29		EC		920				Escherichia coli				6/29/16		0.12		0.125

		30		EC		921				Escherichia coli				6/29/16		0.12		0.06

		31		EC		922				Escherichia coli				6/29/16		1		2

		32		EC		923				Escherichia coli				6/29/16		>16		>32						82		410000

		33		EC		924				Escherichia coli				6/29/16		16		>32

		34		EC		2990				Escherichia coli				6/29/16		0.125		0.25

		35		KO		3032		259		Klebsiella oxytoca		0.12		6/29/16		0.25		0.25

		36		KO		3033		319		Klebsiella oxytoca		0.038		6/29/16		0.125		0.125						111		555000

		37		KO		3034		446		Klebsiella oxytoca		0.06		6/29/16		0.125		0.125

		38		KO		3035		759		Klebsiella oxytoca		0.06		6/29/16		0.125		0.125

		39		KO		3036		893		Klebsiella oxytoca		0.03		6/29/16		0.125		0.06						95		475000

		40		KO		3037		851014		Klebsiella oxytoca		0.25		6/29/16		0.25		0.25		0.06		0.25

		41		KO		3038		861864		Klebsiella oxytoca		0.5		6/29/16		0.5		1

		42		KO		2853				Klebsiella oxytoca				6/29/16		0.25		0.25

		43		KO		2854				Klebsiella oxytoca				6/29/16		0.25		0.25

		44		KO		2898				Klebsiella oxytoca				6/29/16		0.06		0.125

		45		KP		3039		496		Klebsiella pneumoniae		4		6/29/16		8		32						86		430000

		46		KP		3040		582		Klebsiella pneumoniae		0.12		6/29/16		0.125		0.25

		47		KP		3041		798		Klebsiella pneumoniae		0.06		6/29/16		0.06		0.125

		48		KP		3042		946		Klebsiella pneumoniae		0.06		6/29/16		0.125		0.125

		49		KP		3043		947		Klebsiella pneumoniae		0.5		6/29/16		0.5		0.5						94		470000

		50		KP		3044		813992		Klebsiella pneumoniae		2.52		6/29/16		2		2

		51		KP		3045		814529		Klebsiella pneumoniae		1		6/29/16		1		1		1		1

		52		KP		3046		824830		Klebsiella pneumoniae		2		6/29/16		2		2

		53		KP		3047		828761		Klebsiella pneumoniae		2		6/29/16		4		4

		54		KP		925				Klebsiella pneumoniae				6/29/16		8		8						107		535000

		55		PM		3048		133		Proteus mirabilis		1		6/29/16		4		2		2		2

		56		PM		3052		660		Proteus mirabilis		0.03		6/29/16		0.5		0.25

		57		PM		3054		771		Proteus mirabilis		>8		6/29/16		>16		>32

		58		PM		3055		840		Proteus mirabilis		0.15		6/29/16		0.500		0.5

		59		PM		3060		854131		Proteus mirabilis		4		6/29/16		4		>32						126		630000

		60		PA		3061		4		Pseudomonas aeruginosa		0.25		6/29/16		0.25		0.25		0.25		0.25

		61		PA		3062		123		Pseudomonas aeruginosa		4		6/29/16		4		4		8		4

		62		PA		3063		125		Pseudomonas aeruginosa		0.25		6/29/16		0.5		0.5

		63		PA		3064		140		Pseudomonas aeruginosa		4		6/29/16		4		8

		64		PA		3065		313		Pseudomonas aeruginosa		1		6/29/16		1		1		2		1

		65		PA		3066		454		Pseudomonas aeruginosa		0.794		6/29/16		1.000		1.000

		66		PA		3067		463		Pseudomonas aeruginosa		1		6/29/16		1		1						119		595000

		67		PA		3068		586		Pseudomonas aeruginosa		0.12		6/29/16		0.25		0.25		0.25		0.25

		68		PA		3069		762		Pseudomonas aeruginosa		8		6/29/16		16		>32

		69		PA		3070		895		Pseudomonas aeruginosa		0.12		6/29/16		0.125		0.25

		70		PA		781				Pseudomonas aeruginosa				6/29/16		>16		>32

		71		PA		782				Pseudomonas aeruginosa				6/29/16		8		16						83		415000

		72		PA		785				Pseudomonas aeruginosa				6/29/16		16		>32

		73		PA		788				Pseudomonas aeruginosa				6/29/16		16		>32

		74		PA		789				Pseudomonas aeruginosa				6/29/16		0.25		0.25

		75		PA		790				Pseudomonas aeruginosa				6/29/16		2		2

		76		PA		792				Pseudomonas aeruginosa				6/29/16		8		16						105		525000

		77		PA		794				Pseudomonas aeruginosa				6/29/16		16		>32

		78		PA		795				Pseudomonas aeruginosa				6/29/16		4		8

		79		PA		797				Pseudomonas aeruginosa				6/29/16		16		>32

		80		SM		3071		830792		Serratia marcescens		1.59		6/29/16		2		2

		81		ES		3009		113		Enterococcus faecalis		0.06		6/23/16		0.06		0.06		0.06		0.06

		82		ES		3010		456		Enterococcus faecalis		0.06		6/23/16		0.06		0.06

		83		ES		3011		472		Enterococcus faecalis		1		6/23/16		2		2		2		2		96		4.80E+05

		84		ES		3012		590		Enterococcus faecalis		0.12		6/23/16		0.25		0.25

		85		ES		3013		785		Enterococcus faecalis		1		6/23/16		2		2

		86		ES		3014		814188		Enterococcus faecalis		0.5		6/23/16		1		1						84		4.20E+05

		87		ES		3015		831301		Enterococcus faecalis		0.12		6/23/16		0.25		0.25

		88		ES		3016		872904		Enterococcus faecalis		1		6/23/16		2		2

		89		ES		D3214				Enterococcus faecalis				6/23/16		0.25		0.25						74		3.70E+05

		90		ES		D3215				Enterococcus faecalis				6/23/16		0.25		0.25

		91		ES		D3245				Enterococcus faecalis				6/23/16		0.25		0.25		0.12		0.12

		92		ES		D3246				Enterococcus faecalis				6/23/16		0.25		0.25

		93		ES		D3251				Enterococcus faecalis				6/23/16		2		2						103		5.15E+05

		94		ES		D3296				Enterococcus faecalis				6/23/16		2		2

		95		ES		D3329				Enterococcus faecalis				6/23/16		2		4

		96		ES		D3337				Enterococcus faecalis				6/23/16		0.5		0.25

		97		ES		D3376				Enterococcus faecalis				6/23/16		0.125		0.06

		98		ES		D3418				Enterococcus faecalis				6/23/16		2		4						110		5.50E+05

		99		ES		D3596				Enterococcus faecalis				6/23/16		0.125		0.25

		100		ES		D3638				Enterococcus faecalis				6/23/16		0.125		0.125

		101		SA		3072		1		MRSA		0.12		6/23/16		0.5		0.25		0.12		0.12

		102		SA		3073		9		MRSA		0.12		6/23/16		0.25		0.25						86		4.30E+05

		103		SA		3074		37		MRSA		0.12		6/23/16		1		1

		104		SA		3075		51		MRSA		0.12		6/23/16		1		1

		105		SA		3076		54		MRSA		0.12		6/23/16		0.5		0.25						90		4.50E+05

		106		SA		3077		63		MSSA		0.015		6/23/16		0.03		0.03

		107		SA		3078		104		MSSA		0.004		6/23/16		<=0.004		0.004		0.004		0.004

		108		SA		3079		115		MSSA		0.004		6/23/16		<=0.004		0.008

		109		SA		3080		119		MRSA		6.35		6/23/16		>4		>32		8.00		4.00		84		4.20E+05

		110		SA		3081		129		MRSA		0.315		6/23/16		1		1

		111		SA		3082		131		MSSA		0.002		6/23/16		<=0.004		0.004

		112		SA		3083		211		MRSA		4		6/23/16		>4		8

		113		SA		3084		605		MRSA		0.40		6/23/16		1		1		0.5		0.25		73		3.65E+05

		114		SA		3085		690		MSSA		0.008		6/23/16		0.008		0.015

		115		SA		3086		764		MSSA		0.008		6/23/16		0.03		0.015

		116		SA		3087		813118		MRSA		2.52		6/23/16		4		4						94		4.70E+05

		117		SA		3088		813922		MRSA		4		6/23/16		>4		>32

		118		SA		3089		816806		MSSA		0.12		6/23/16		0.25		0.5

		119		SA		3090		818951		MSSA		0.5		6/23/16		1		1						101		5.05E+05

		120		SA		3091		819625		MSSA		1		6/23/16		2		2		2		1		91		4.55E+05

		121		SA		3092		861282		MSSA		1		6/23/16		1		2

		122		SA		D850				MRSA				6/23/16		0.125		0.25

		123		SA		D1132				MRSA				6/23/16		2		2						84		4.20E+05

		124		SA		D2806				MRSA				6/23/16		0.06		0.125

		125		SA		D2877				MRSA				6/23/16		0.06		0.06

		126		SA		D2878				MRSA				6/23/16		0.06		0.06						76		3.80E+05

		127		SA		D3933				MRSA				6/23/16		0.5		1

		128		SA		D3978				MRSA				6/23/16		1		1

		129		SA		D4043				MRSA				6/23/16		0.125		0.125						104		5.20E+05

		130		SA		D4055				MRSA				6/23/16		1		1

		131		SA		D4062				MRSA				6/23/16		0.5		1

		132		SA		D4065				MRSA				6/23/16		1		1						121		6.05E+05

		133		SA		D4119				MRSA				6/23/16		0.25		0.25

		134		SA		D4136				MRSA				6/23/16		1		1

		135		SA		D4159				MRSA				6/23/16		<=0.004		0.008

		136		SA		D4324				MRSA				6/23/16		0.008		0.008

		137		SA		D4340				MRSA				6/23/16		0.008		0.008						91		4.55E+05

		138		SA		D4372				MRSA				6/23/16		0.008		0.015

		139		SA		D4380				MRSA				6/23/16		0.015		0.015

		140		SA		D4381				MRSA				6/23/16		0.015		0.015

		141		SA		D2702				MSSA				6/23/16		0.03		0.06						113		5.65E+05

		142		SA		D3459				MSSA				6/23/16		0.5		1

		143		SA		D3498				MSSA				6/23/16		1		1						84		4.20E+05

		144		SA		D3636				MSSA				6/23/16		0.03		0.06						100		5.00E+05

		145		SA		D4346				MSSA				6/23/16		0.5		0.5

		146		SE		3096		448		Staphylococcus epidermidis		0.004		6/23/16		0.008		0.008						84		4.20E+05

		147		SE		3099		666		Staphylococcus epidermidis		0.008		6/23/16		0.015		0.015

		148		SE		3102		906		Staphylococcus epidermidis		0.25		6/23/16		0.5		0.5						92		4.60E+05

		149		SE		3103		830363		Staphylococcus epidermidis		1.26		6/23/16		2		4

		150		SE		3104		862055		Staphylococcus epidermidis		1		6/23/16		4		4

		151		HI		623				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						121		6.05E+05

		152		HI		624				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		153		HI		625				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		154		HI		626				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		155		HI		627				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						93		4.65E+05

		156		HI		630				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		157		HI		631				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		158		HI		632				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						97		4.85E+05

		159		HI		633				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		160		HI		634				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						89		4.45E+05

		161		HI		635				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		162		HI		974				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		163		HI		975				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		164		HI		976				Haemophilus influenzae				7/7/16		NG		0.06						113		5.65E+05

		165		HI		985				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		166		HI		986				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						101		5.05E+05

		167		HI		1512				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		168		HP		3029		70		Haemophilus parainfluenzae		0.008		7/7/16		0.008		0.015						91		4.55E+05

		169		HP		3030		207		Haemophilus parainfluenzae		0.008		7/7/16		0.008		0.015

		170		HP		3031		209		Haemophilus parainfluenzae		0.008		7/7/16		0.015		0.015						100		5.00E+05

		171		AG		3105		23		Streptococcus agalactiae		0.008		6/24/16		0.015		0.008

		172		AG		3106		371		Streptococcus agalactiae		0.008		6/24/16		0.008		0.015						113		5.65E+05

		173		AG		3107		478		Streptococcus agalactiae		0.03		6/24/16		0.06		0.03		0.008		0.03

		174		AG		3108		664		Streptococcus agalactiae		0.015		6/24/16		0.015		0.008

		175		AG		3109		907		Streptococcus agalactiae		0.03		6/24/16		0.06		0.03

		176		AG		3110		824604		Streptococcus agalactiae		0.06		6/24/16		0.125		0.06						94		4.70E+05

		177		AG		3111		853096		Streptococcus agalactiae		0.5		6/24/16		1		0.5

		178		AG		3112		867750		Streptococcus agalactiae		0.5		6/24/16		0.5		0.25

		179		AG		436				Streptococcus agalactiae				6/24/16		0.03		0.015

		180		AG		437				Streptococcus agalactiae				6/24/16		0.03		0.015						87		4.35E+05

		181		AN		3113		25		Streptococcus anginosus		0.015		6/24/16		0.015		0.015

		182		AN		3114		29		Streptococcus anginosus		<=0.00012		6/24/16		<=0.002		0.008

		183		AN		3115		95		Streptococcus anginosus		0.012		6/24/16		0.015		0.015		0.015		0.03		108		5.40E+05

		184		AN		3116		118		Streptococcus anginosus		0.006		6/24/16		0.008		0.008

		185		AN		3117		162		Streptococcus anginosus		0.01		6/24/16		0.015		0.008

		186		DYS		3118		298		Streptococcus dysgalactiae		0.008		6/24/16		0.008		0.008						90		4.50E+05

		187		DYS		3119		327		Streptococcus dysgalactiae		0.008		6/24/16		0.008		0.008		0.004		0.008

		188		DYS		3120		404		Streptococcus dysgalactiae		0.015		6/24/16		0.015		0.015						68		3.40E+05

		189		DYS		3121		575		Streptococcus dysgalactiae		0.008		6/24/16		0.015		0.015

		190		DYS		3122		887		Streptococcus dysgalactiae		0.01		6/24/16		0.008		0.015

		191		MI		3123		466		Streptococcus mitis group		0.015		6/24/16		0.03		0.015						99		4.95E+05

		192		MI		3124		554		Streptococcus mitis group		0.03		6/24/16		0.03		0.03

		193		MI		3127		503		Streptococcus mitis/oralis		0.03		6/24/16		0.06		0.03

		194		MI		3128		847974		Streptococcus mitis/oralis		0.5		6/24/16		0.5		0.5						112		5.60E+05

		195		MI		3129		862011		Streptococcus mitis/oralis		2		6/24/16		>2		2		1		2

		196		PY		3130		31		Streptococcus pyogenes		<=0.004		6/24/16		0.004		0.008						96		4.80E+05

		197		PY		3131		121		Streptococcus pyogenes		0.03		6/24/16		0.03		0.03		0.015		0.06

		198		PY		3132		388		Streptococcus pyogenes		0.008		6/24/16		0.008		0.008

		199		PY		3133		537		Streptococcus pyogenes		0.015		6/24/16		0.015		0.008						98		4.90E+05

		200		PY		3134		751		Streptococcus pyogenes		0.008		6/24/16		0.015		0.015

		201		PY		3135		824142		Streptococcus pyogenes		0.008		6/24/16		0.015		0.015

		202		PY		402				Streptococcus pyogenes				6/24/16		0.015		0.015

		203		PY		403				Streptococcus pyogenes				6/24/16		0.03		0.03						117		5.85E+05

		204		PY		404				Streptococcus pyogenes				6/24/16		0.008		0.008

		205		PY		405				Streptococcus pyogenes				6/24/16		0.03		0.03






Isolate Reference

		DLX Study #		Org code		LSI Bank #		DRL #		JMI #		Organism		Delafloxacin GEOMEAN MIC		ORG Type		Notes

		1		ECL		3000				324		Enterobacter cloacae		0.06		G-

		2		ECL		3001				329		Enterobacter cloacae		0.06		G-

		3		ECL		3002				565		Enterobacter cloacae		0.5		G-

		4		ECL		3003				765		Enterobacter cloacae		>8		G-

		5		ECL		3004				813017		Enterobacter cloacae		1.26		G-

		6		ECL		3005				814056		Enterobacter cloacae		2		G-

		7		ECL		3006				814666		Enterobacter cloacae		6.35		G-

		8		ECL		3007				866609		Enterobacter cloacae		5.04		G-

		9		ECL		3008				871443		Enterobacter cloacae		0.25		G-

		10		ECL		907						Enterobacter cloacae				G-

		11		EC		3017				284		Escherichia coli		4		G-

		12		EC		3018				348		Escherichia coli		5.040		G-

		13		EC		3019				349		Escherichia coli		6.350		G-

		14		EC		3020				376		Escherichia coli		0.03		G-

		15		EC		3021				542		Escherichia coli		0.06		G-

		16		EC		3022				591		Escherichia coli		0.05		G-

		17		EC		3023				611		Escherichia coli		8		G-

		18		EC		3024				756		Escherichia coli		0.25		G-

		19		EC		3025				823		Escherichia coli		1		G-

		20		EC		3026				814416		Escherichia coli		0.25		G-

		21		EC		3027				816821		Escherichia coli		0.63		G-

		22		EC		3028				818860		Escherichia coli		0.25		G-

		23		EC		914						Escherichia coli				G-

		24		EC		915						Escherichia coli				G-

		25		EC		916						Escherichia coli				G-

		26		EC		917						Escherichia coli				G-

		27		EC		918						Escherichia coli				G-

		28		EC		919						Escherichia coli				G-

		29		EC		920						Escherichia coli				G-

		30		EC		921						Escherichia coli				G-

		31		EC		922						Escherichia coli				G-

		32		EC		923						Escherichia coli				G-

		33		EC		924						Escherichia coli				G-

		34		EC		2990						Escherichia coli				G-

		35		KO		3032				259		Klebsiella oxytoca		0.12		G-

		36		KO		3033				319		Klebsiella oxytoca		0.038		G-

		37		KO		3034				446		Klebsiella oxytoca		0.06		G-

		38		KO		3035				759		Klebsiella oxytoca		0.06		G-

		39		KO		3036				893		Klebsiella oxytoca		0.03		G-

		40		KO		3037				851014		Klebsiella oxytoca		0.25		G-

		41		KO		3038				861864		Klebsiella oxytoca		0.5		G-

		42		KO		2853						Klebsiella oxytoca				G-

		43		KO		2854						Klebsiella oxytoca				G-

		44		KO		2898						Klebsiella oxytoca				G-

		45		KP		3039				496		Klebsiella pneumoniae		4		G-

		46		KP		3040				582		Klebsiella pneumoniae		0.12		G-

		47		KP		3041				798		Klebsiella pneumoniae		0.06		G-

		48		KP		3042				946		Klebsiella pneumoniae		0.06		G-

		49		KP		3043				947		Klebsiella pneumoniae		0.5		G-

		50		KP		3044				813992		Klebsiella pneumoniae		2.52		G-

		51		KP		3045				814529		Klebsiella pneumoniae		1		G-

		52		KP		3046				824830		Klebsiella pneumoniae		2		G-

		53		KP		3047				828761		Klebsiella pneumoniae		2		G-

		54		KP		925						Klebsiella pneumoniae				G-

		55		PM		3048				133		Proteus mirabilis		1		G-

		56		PM		3052				660		Proteus mirabilis		0.03		G-

		57		PM		3054				771		Proteus mirabilis		>8		G-

		58		PM		3055				840		Proteus mirabilis		0.15		G-

		59		PM		3060				854131		Proteus mirabilis		4		G-

		60		PA		3061				4		Pseudomonas aeruginosa		0.25		G-

		61		PA		3062				123		Pseudomonas aeruginosa		4		G-

		62		PA		3063				125		Pseudomonas aeruginosa		0.25		G-

		63		PA		3064				140		Pseudomonas aeruginosa		4		G-

		64		PA		3065				313		Pseudomonas aeruginosa		1		G-

		65		PA		3066				454		Pseudomonas aeruginosa		0.794		G-

		66		PA		3067				463		Pseudomonas aeruginosa		1		G-

		67		PA		3068				586		Pseudomonas aeruginosa		0.12		G-

		68		PA		3069				762		Pseudomonas aeruginosa		8		G-

		69		PA		3070				895		Pseudomonas aeruginosa		0.12		G-

		70		PA		781						Pseudomonas aeruginosa				G-

		71		PA		782						Pseudomonas aeruginosa				G-

		72		PA		785						Pseudomonas aeruginosa				G-

		73		PA		788						Pseudomonas aeruginosa				G-

		74		PA		789						Pseudomonas aeruginosa				G-

		75		PA		790						Pseudomonas aeruginosa				G-

		76		PA		792						Pseudomonas aeruginosa				G-

		77		PA		794						Pseudomonas aeruginosa				G-

		78		PA		795						Pseudomonas aeruginosa				G-

		79		PA		797						Pseudomonas aeruginosa				G-

		80		SM		3071				830792		Serratia marcescens		1.59		G-

		81		ES		3009				113		Enterococcus faecalis		0.06		G+

		82		ES		3010				456		Enterococcus faecalis		0.06		G+

		83		ES		3011				472		Enterococcus faecalis		1		G+

		84		ES		3012				590		Enterococcus faecalis		0.12		G+

		85		ES		3013				785		Enterococcus faecalis		1		G+

		86		ES		3014				814188		Enterococcus faecalis		0.5		G+

		87		ES		3015				831301		Enterococcus faecalis		0.12		G+

		88		ES		3016				872904		Enterococcus faecalis		1		G+

		89		ES				3214				Enterococcus faecalis				G+

		90		ES				3215				Enterococcus faecalis				G+

		91		ES				3245				Enterococcus faecalis				G+

		92		ES				3246				Enterococcus faecalis				G+

		93		ES				3251				Enterococcus faecalis				G+

		94		ES				3296				Enterococcus faecalis				G+

		95		ES				3329				Enterococcus faecalis				G+

		96		ES				3337				Enterococcus faecalis				G+

		97		ES				3376				Enterococcus faecalis				G+

		98		ES				3418				Enterococcus faecalis				G+

		99		ES				3596				Enterococcus faecalis				G+

		100		ES				3638				Enterococcus faecalis				G+

		101		SA		3072				1		Staphylococcus aureus		0.12		G+		MRSA

		102		SA		3073				9		Staphylococcus aureus		0.12		G+		MRSA

		103		SA		3074				37		Staphylococcus aureus		0.12		G+		MRSA

		104		SA		3075				51		Staphylococcus aureus		0.12		G+		MRSA

		105		SA		3076				54		Staphylococcus aureus		0.12		G+		MRSA

		106		SA		3077				63		Staphylococcus aureus		0.015		G+		MSSA

		107		SA		3078				104		Staphylococcus aureus		0.004		G+		MSSA

		108		SA		3079				115		Staphylococcus aureus		0.004		G+		MSSA

		109		SA		3080				119		Staphylococcus aureus		6.35		G+		MRSA

		110		SA		3081				129		Staphylococcus aureus		0.315		G+		MRSA

		111		SA		3082				131		Staphylococcus aureus		0.002		G+		MSSA

		112		SA		3083				211		Staphylococcus aureus		4		G+		MRSA

		113		SA		3084				605		Staphylococcus aureus		0.40		G+		MRSA

		114		SA		3085				690		Staphylococcus aureus		0.008		G+		MSSA

		115		SA		3086				764		Staphylococcus aureus		0.008		G+		MSSA

		116		SA		3087				813118		Staphylococcus aureus		2.52		G+		MRSA

		117		SA		3088				813922		Staphylococcus aureus		4		G+		MRSA

		118		SA		3089				816806		Staphylococcus aureus		0.12		G+		MSSA

		119		SA		3090				818951		Staphylococcus aureus		0.5		G+		MSSA

		120		SA		3091				819625		Staphylococcus aureus		1		G+		MSSA

		121		SA		3092				861282		Staphylococcus aureus		1		G+		MSSA

		122		SA				850				Staphylococcus aureus				G+		MRSA

		123		SA				1132				Staphylococcus aureus				G+		MRSA

		124		SA				2806				Staphylococcus aureus				G+		MRSA

		125		SA				2877				Staphylococcus aureus				G+		MRSA

		126		SA				2878				Staphylococcus aureus				G+		MRSA

		127		SA				3933				Staphylococcus aureus				G+		MRSA

		128		SA				3978				Staphylococcus aureus				G+		MRSA

		129		SA				4043				Staphylococcus aureus				G+		MRSA

		130		SA				4055				Staphylococcus aureus				G+		MRSA

		131		SA				4062				Staphylococcus aureus				G+		MRSA

		132		SA				4065				Staphylococcus aureus				G+		MRSA

		133		SA				4119				Staphylococcus aureus				G+		MRSA

		134		SA				4136				Staphylococcus aureus				G+		MRSA

		135		SA				4159				Staphylococcus aureus				G+		MRSA

		136		SA				4324				Staphylococcus aureus				G+		MRSA

		137		SA				4340				Staphylococcus aureus				G+		MRSA

		138		SA				4372				Staphylococcus aureus				G+		MRSA

		139		SA				4380				Staphylococcus aureus				G+		MRSA

		140		SA				4381				Staphylococcus aureus				G+		MRSA

		141		SA				2702				Staphylococcus aureus				G+		MSSA

		142		SA				3459				Staphylococcus aureus				G+		MSSA

		143		SA				3498				Staphylococcus aureus				G+		MSSA

		144		SA				3636				Staphylococcus aureus				G+		MSSA

		145		SA				4346				Staphylococcus aureus				G+		MSSA

		146		SE		3096				448		Staphylococcus epidermidis		0.004		G+

		147		SE		3099				666		Staphylococcus epidermidis		0.008		G+

		148		SE		3102				906		Staphylococcus epidermidis		0.25		G+

		149		SE		3103				830363		Staphylococcus epidermidis		1.26		G+

		150		SE		3104				862055		Staphylococcus epidermidis		1		G+

		151		HI		623						Haemophilus influenzae				HI

		152		HI		624						Haemophilus influenzae				HI

		153		HI		625						Haemophilus influenzae				HI

		154		HI		626						Haemophilus influenzae				HI

		155		HI		627						Haemophilus influenzae				HI

		156		HI		630						Haemophilus influenzae				HI

		157		HI		631						Haemophilus influenzae				HI

		158		HI		632						Haemophilus influenzae				HI

		159		HI		633						Haemophilus influenzae				HI

		160		HI		634						Haemophilus influenzae				HI

		161		HI		635						Haemophilus influenzae				HI

		162		HI		974						Haemophilus influenzae				HI

		163		HI		975						Haemophilus influenzae				HI

		164		HI		976						Haemophilus influenzae				HI

		165		HI		985						Haemophilus influenzae				HI

		166		HI		986						Haemophilus influenzae				HI

		167		HI		1512						Haemophilus influenzae				HI

		168		HP		3029				70		Haemophilus parainfluenzae		0.008		HI

		169		HP		3030				207		Haemophilus parainfluenzae		0.008		HI

		170		HP		3031				209		Haemophilus parainfluenzae		0.008		HI

		171		AG		3105				23		Streptococcus agalactiae		0.008		Strep

		172		AG		3106				371		Streptococcus agalactiae		0.008		Strep

		173		AG		3107				478		Streptococcus agalactiae		0.03		Strep

		174		AG		3108				664		Streptococcus agalactiae		0.015		Strep

		175		AG		3109				907		Streptococcus agalactiae		0.03		Strep

		176		AG		3110				824604		Streptococcus agalactiae		0.06		Strep

		177		AG		3111				853096		Streptococcus agalactiae		0.5		Strep

		178		AG		3112				867750		Streptococcus agalactiae		0.5		Strep

		179		AG		436						Streptococcus agalactiae				Strep

		180		AG		437						Streptococcus agalactiae				Strep

		181		AN		3113				25		Streptococcus anginosus		0.015		Strep

		182		AN		3114				29		Streptococcus anginosus		<=0.00012		Strep

		183		AN		3115				95		Streptococcus anginosus		0.012		Strep

		184		AN		3116				118		Streptococcus anginosus		0.006		Strep

		185		AN		3117				162		Streptococcus anginosus		0.01		Strep

		186		DYS		3118				298		Streptococcus dysgalactiae		0.008		Strep

		187		DYS		3119				327		Streptococcus dysgalactiae		0.008		Strep

		188		DYS		3120				404		Streptococcus dysgalactiae		0.015		Strep

		189		DYS		3121				575		Streptococcus dysgalactiae		0.008		Strep

		190		DYS		3122				887		Streptococcus dysgalactiae		0.01		Strep

		191		MI		3123				466		Streptococcus mitis group		0.015		Strep

		192		MI		3124				554		Streptococcus mitis group		0.03		Strep

		193		MI		3127				503		Streptococcus mitis/oralis		0.03		Strep

		194		MI		3128				847974		Streptococcus mitis/oralis		0.5		Strep

		195		MI		3129				862011		Streptococcus mitis/oralis		2		Strep

		196		PY		3130				31		Streptococcus pyogenes		<=0.004		Strep

		197		PY		3131				121		Streptococcus pyogenes		0.03		Strep

		198		PY		3132				388		Streptococcus pyogenes		0.008		Strep

		199		PY		3133				537		Streptococcus pyogenes		0.015		Strep

		200		PY		3134				751		Streptococcus pyogenes		0.008		Strep

		201		PY		3135				824142		Streptococcus pyogenes		0.008		Strep

		202		PY		402						Streptococcus pyogenes				Strep

		203		PY		403						Streptococcus pyogenes				Strep

		204		PY		404						Streptococcus pyogenes				Strep

		205		PY		405						Streptococcus pyogenes				Strep





All RESULTS

		DLX Study #		Org code		Initial JMI DLX MIC		Read Date		DLX BMD		DLX MTS BD		DLX MTS BD Rounded		DFX MTS CHOC		DFX MTS CHOC Rounded		DFX MTS HDY		DFX MTS HDY Rounded		DFX MTS RML		DFX MTS RML Rounded		Colony Count		CFU/mL		Notes		Expected QC Range

		1		ECL		0.06		6/29/16		0.12		0.19		0.25

		2		ECL		0.06		6/29/16		0.06		0.094		0.125

		3		ECL		0.5		6/29/16		1		0.5		0.5														91		455000

		4		ECL		>8		6/29/16		>16		>32		>32

		5		ECL		1.26		6/29/16		2		1.5		2

		6		ECL		2		6/29/16		4		4		4						3		4		4		4

		7		ECL		6.35		6/29/16		8		16		16

		8		ECL		5.04		6/29/16		4		16		16														114		570000

		9		ECL		0.25		6/29/16		0.5		0.38		0.5

		10		ECL				6/29/16		16		>32		>32

		11		EC		4		6/29/16		2		>32		>32

		12		EC		5.04		6/29/16		8		12		16

		13		EC		6.35		6/29/16		8		12		16

		14		EC		0.03		6/29/16		0.03		0.094		0.125						0.047		0.06		0.094		0.12

		15		EC		0.06		6/29/16		0.06		0.125		0.125

		16		EC		0.05		6/29/16		0.06		0.125		0.125														83		415000

		17		EC		8		6/29/16		8		16		16						12		16		6		8

		18		EC		0.25		6/29/16		0.12		0.5		0.5						0.75		1		0.5		0.5

		19		EC		1		6/29/16		1		2		2						1.5		2		1		1

		20		EC		0.25		6/29/16		0.25		0.75		1

		21		EC		0.63		6/29/16		1		1		1

		22		EC		0.25		6/29/16		0.25		0.38		0.5														77		385000

		23		EC				6/29/16		>16		32		32

		24		EC				6/29/16		0.25		0.25		0.25

		25		EC				6/29/16		0.12		0.125		0.125

		26		EC				6/29/16		0.25		0.125		0.125

		27		EC				6/29/16		2		3		4														100		500000

		28		EC				6/29/16		0.03		0.064		0.06

		29		EC				6/29/16		0.03		0.094		0.125

		30		EC				6/29/16		0.03		0.094		0.125

		31		EC				6/29/16		1		2		2

		32		EC				6/29/16		>16		>32		>32														82		410000

		33		EC				6/29/16		16		>32		>32

		34		EC				6/29/16		0.12		0.19		0.25

		35		KO		0.12		6/29/16		0.25		0.25		0.25

		36		KO		0.038		6/29/16		0.12		0.094		0.125														111		555000

		37		KO		0.06		6/29/16		0.12		0.094		0.125

		38		KO		0.06		6/29/16		0.12		0.125		0.125

		39		KO		0.03		6/29/16		0.12		0.064		0.06														95		475000

		40		KO		0.25		6/29/16		0.25		0.19		0.25						0.064		0.06		0.25		0.25

		41		KO		0.5		6/29/16		0.5		0.75		1

		42		KO				6/29/16		0.25		0.25		0.25

		43		KO				6/29/16		0.25		0.19		0.25

		44		KO				6/29/16		0.06		0.094		0.125

		45		KP		4		6/29/16		8		>32		>32														86		430000

		46		KP		0.12		6/29/16		0.12		0.19		0.25

		47		KP		0.06		6/29/16		0.06		0.094		0.125

		48		KP		0.06		6/29/16		0.12		0.125		0.125

		49		KP		0.5		6/29/16		0.5		0.5		0.5														94		470000

		50		KP		2.52		6/29/16		2		2		2

		51		KP		1		6/29/16		1		1		1						1		1		1		1

		52		KP		2		6/29/16		2		2		2

		53		KP		2		6/29/16		4		3		4

		54		KP				6/29/16		8		6		8														107		535000

		55		PM		1		6/29/16		4		2		2						2		2		2		2

		56		PM		0.03		6/29/16		0.5		0.19		0.25

		57		PM		>8		6/29/16		>16		>32		>32

		58		PM		0.15		6/29/16		0.12		0.5		0.5

		59		PM		4		6/29/16		4		>32		>32														126		630000

		60		PA		0.25		6/29/16		0.25		0.25		0.25						0.25		0.25		0.25		0.25

		61		PA		4		6/29/16		4		4		4						6		8		4		4

		62		PA		0.25		6/29/16		0.5		0.5		0.5

		63		PA		4		6/29/16

		64		PA		1		6/29/16												1.5		2		1		1

		65		PA		0.794		6/29/16

		66		PA		1		6/29/16		1		1		1														119		595000

		67		PA		0.12		6/29/16		0.25		0.25		0.25						0.25		0.25		0.19		0.25

		68		PA		8		6/29/16		16		>32		>32

		69		PA		0.12		6/29/16		0.12		0.25		0.25

		70		PA				6/29/16		>16		>32		>32

		71		PA				6/29/16		8		16		16														83		415000

		72		PA				6/29/16		16		>32		>32

		73		PA				6/29/16		16		>32		>32

		74		PA				6/29/16		0.25		0.19		0.25

		75		PA				6/29/16		2		2		2

		76		PA				6/29/16		8		12		16														105		525000

		77		PA				6/29/16		16		>32		>32

		78		PA				6/29/16		4		6		8

		79		PA				6/29/16		16		>32		>32

		80		SM		1.59		6/29/16		2		1.5		2

		81		ES		0.06		6/23/16		0.06		0.06		0.06						0.064		0.06		0.064		0.06

		82		ES		0.06		6/23/16		0.06		0.047		0.06

		83		ES		1		6/23/16		2		1.5		2						2		2		2		2		96		4.80E+05

		84		ES		0.12		6/23/16		0.25		0.25		0.25

		85		ES		1		6/23/16		2		2		2

		86		ES		0.5		6/23/16		1		0.75		1														84		4.20E+05

		87		ES		0.12		6/23/16		0.25		0.25		0.25

		88		ES		1		6/23/16		2		2		2

		89		ES				6/23/16		0.25		0.19		0.25														74		3.70E+05

		90		ES				6/23/16		0.25		0.19		0.25

		91		ES				6/23/16		0.25		0.19		0.25						0.125		0.12		0.125		0.12

		92		ES				6/23/16		0.25		0.25		0.25

		93		ES				6/23/16		2		1.5		2														103		5.15E+05

		94		ES				6/23/16		2		1.5		2

		95		ES				6/23/16		2		3		4

		96		ES				6/23/16		0.5		0.19		0.25

		97		ES				6/23/16		0.12		0.06		0.06

		98		ES				6/23/16		2		3		4														110		5.50E+05

		99		ES				6/23/16		0.12		0.19		0.25

		100		ES				6/23/16		0.12		0.12		0.12

		101		SA		0.12		6/23/16		0.5		0.25		0.25						0.125		0.12		0.125		0.12						MRSA

		102		SA		0.12		6/23/16		0.25		0.19		0.25														86		4.30E+05		MRSA

		103		SA		0.12		6/23/16		1		1		1																		MRSA

		104		SA		0.12		6/23/16		1		1		1																		MRSA

		105		SA		0.12		6/23/16		0.5		0.25		0.25														90		4.50E+05		MRSA

		106		SA		0.015		6/23/16		0.03		0.03		0.03																		MSSA

		107		SA		0.004		6/23/16		<=0.004		0.004		0.004						0.004		0.004		0.003		0.004						MSSA

		108		SA		0.004		6/23/16		<=0.004		0.008		0.008																		MSSA

		109		SA		6.35		6/23/16		>4		>32		>32						6.00		8.00		4.00		4.00		84		4.20E+05		MRSA

		110		SA		0.315		6/23/16		1		0.75		1																		MRSA

		111		SA		0.002		6/23/16		<=0.004		0.004		0.004																		MSSA

		112		SA		4		6/23/16		>4		6		8																		MRSA

		113		SA		0.40		6/23/16		1		1		1						0.38		0.5		0.25		0.25		73		3.65E+05		MRSA

		114		SA		0.008		6/23/16		0.008		0.012		0.015																		MSSA

		115		SA		0.008		6/23/16		0.03		0.012		0.015																		MSSA

		116		SA		2.52		6/23/16		4		3		4														94		4.70E+05		MRSA

		117		SA		4		6/23/16		>4		>32		>32																		MRSA

		118		SA		0.12		6/23/16		4		0.25		0.25																		MSSA

		119		SA		0.5		6/23/16		1		1		1														101		5.05E+05		MSSA

		120		SA		1		6/23/16		2		2		2						2		2		0.75		1		91		4.55E+05		MSSA

		121		SA		1		6/23/16		1		1.5		2																		MSSA

		122		SA				6/23/16		0.12		0.19		0.25																		MRSA

		123		SA				6/23/16		2		1.5		2														84		4.20E+05		MRSA

		124		SA				6/23/16		0.06		0.12		0.12																		MRSA

		125		SA				6/23/16		0.06		0.06		0.06																		MRSA

		126		SA				6/23/16		0.06		0.06		0.06														76		3.80E+05		MRSA

		127		SA				6/23/16		0.5		0.75		1																		MRSA

		128		SA				6/23/16		1		0.75		1																		MRSA

		129		SA				6/23/16		0.12		0.094		0.12														104		5.20E+05		MRSA

		130		SA				6/23/16		1		1		1																		MRSA

		131		SA				6/23/16		0.5		1		1																		MRSA

		132		SA				6/23/16		1		1		1														121		6.05E+05		MRSA

		133		SA				6/23/16		0.25		0.25		0.25																		MRSA

		134		SA				6/23/16		1		0.75		1																		MRSA

		135		SA				6/23/16		<=0.004		0.008		0.008																		MRSA

		136		SA				6/23/16		0.008		0.008		0.008																		MRSA

		137		SA				6/23/16		0.008		0.008		0.008														91		4.55E+05		MRSA

		138		SA				6/23/16		0.008		0.012		0.015																		MRSA

		139		SA				6/23/16		0.015		0.015		0.015																		MRSA

		140		SA				6/23/16		0.015		0.015		0.015																		MRSA

		141		SA				6/23/16		0.03		0.047		0.06														113		5.65E+05		MSSA

		142		SA				6/23/16		0.5		0.75		1																		MSSA

		143		SA				6/23/16		1		0.75		1														84		4.20E+05		MSSA

		144		SA				6/23/16		0.03		0.047		0.06														100		5.00E+05		MSSA

		145		SA				6/23/16		0.5		0.5		0.5																		MSSA

		146		SE		0.004		6/23/16		0.008		0.006		0.008														84		4.20E+05

		147		SE		0.008		6/23/16		0.015		0.012		0.015

		148		SE		0.25		6/23/16		0.5		0.5		0.5														92		4.60E+05

		149		SE		1.26		6/23/16		2		3		4

		150		SE		1		6/23/16		4		4		4

		151		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										121		6.05E+05

		152		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		153		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		154		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		155		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002										93		4.65E+05

		156		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		157		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		158		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										97		4.85E+05

		159		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002

		160		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										89		4.45E+05

		161		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		162		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		163		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		164		HI				7/7/16		<=0.002		0.023		0.03		0.032		0.03										113		5.65E+05

		165		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		166		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										101		5.05E+05

		167		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		168		HP		0.008		7/7/16		0.008		0.012		0.015		0.012		0.015										91		4.55E+05

		169		HP		0.008		7/7/16		0.008		0.012		0.015		0.008		0.008

		170		HP		0.008		7/7/16		0.015		0.016		0.015		0.016		0.015										100		5.00E+05

		171		AG		0.008		6/24/16		0.015		0.008		0.008

		172		AG		0.008		6/24/16		0.008		0.012		0.015														113		5.65E+05

		173		AG		0.03		6/24/16		0.06		0.03		0.03						0.008		0.008		0.032		0.03

		174		AG		0.015		6/24/16		0.015		0.008		0.008

		175		AG		0.03		6/24/16		0.06		0.03		0.03

		176		AG		0.06		6/24/16		0.12		0.06		0.06														94		4.70E+05

		177		AG		0.5		6/24/16		2		0.25		0.25

		178		AG		0.5		6/24/16		0.5		0.25		0.25

		179		AG				6/24/16		0.03		0.015		0.015

		180		AG				6/24/16		0.03		0.015		0.015														87		4.35E+05

		181		AN		0.015		6/24/16		0.015		0.015		0.015

		182		AN		<=0.00012		6/24/16		<=0.002		0.006		0.008

		183		AN		0.012		6/24/16		0.015		0.015		0.015						0.012		0.015		0.032		0.03		108		5.40E+05

		184		AN		0.006		6/24/16		0.008		0.008		0.008

		185		AN		0.01		6/24/16		0.015		0.008		0.008

		186		DYS		0.008		6/24/16		0.008		0.008		0.008														90		4.50E+05

		187		DYS		0.008		6/24/16		0.008		0.008		0.008						0.003		0.004		0.008		0.008

		188		DYS		0.015		6/24/16		0.015		0.015		0.015														68		3.40E+05

		189		DYS		0.008		6/24/16		0.015		0.015		0.015

		190		DYS		0.01		6/24/16		0.01		0.015		0.02

		191		MI		0.015		6/24/16		0.03		0.015		0.015														99		4.95E+05

		192		MI		0.03		6/24/16		0.03		0.03		0.03

		193		MI		0.03		6/24/16		0.06		0.03		0.03

		194		MI		0.5		6/24/16		0.5		0.38		0.5														112		5.60E+05

		195		MI		2		6/24/16		>2		1.5		2						1		1		2		2

		196		PY		<=0.004		6/24/16		0.004		0.006		0.008														96		4.80E+05

		197		PY		0.03		6/24/16		0.03		0.03		0.03						0.016		0.015		0.047		0.06

		198		PY		0.008		6/24/16		0.008		0.008		0.008

		199		PY		0.015		6/24/16		0.015		0.008		0.008														98		4.90E+05

		200		PY		0.008		6/24/16		0.015		0.015		0.015

		201		PY		0.008		6/24/16		0.015		0.015		0.015

		202		PY				6/24/16		0.015		0.015		0.015

		203		PY				6/24/16		0.03		0.03		0.03														117		5.85E+05

		204		PY				6/24/16		0.008		0.008		0.008

		205		PY				6/24/16		0.03		0.03		0.03

		EFQC		ES				6/23/16		0.12		0.06		0.06						0.094		0.12		0.125		0.12		113		5.65E+05				0.015-0.12

		SA29QC		SA				6/23/16		0.008		0.008		0.008						0.003		0.004		0.25		0.25		106		5.30E+05				0.001-0.008

		SPQC		SP				6/24/16		0.008		0.012		0.015						0.006		0.008		0.012		0.015		73		3.65E+05				0.004-0.015

		EC25QC		EC				6/29/16		<=0.015		0.047		0.06						0.032		0.03		0.032		0.03		122		6.10E+05				0.008-0.03

		PAQC		PA				6/29/16		0.25		0.19		0.25						0.25		0.25		0.25		0.25		96		4.80E+05				0.12-0.5

		HFQC		HI				7/7/16		<=0.002		<=0.002				<=0.002												96		4.80E+05				0.00025-0.001



		REPEAT

		Replicate testing of QC EC25QC and (SA29QC on RML Only) to be performed

		Look at pictures - ellipse very narrow at high concentration?





All RESULTS WITH RPT RESULTS

		DLX Study #		Org code		Initial JMI DLX MIC		Read Date		DLX BMD		DLX MTS BD		DLX MTS BD Rounded		DFX MTS CHOC		DFX MTS CHOC Rounded		DFX MTS HDY		DFX MTS HDY Rounded		DFX MTS RML		DFX MTS RML Rounded		Colony Count		CFU/mL		Notes		Expected QC Range

		1		ECL		0.06		6/29/16		0.12		0.19		0.25

		2		ECL		0.06		6/29/16		0.06		0.094		0.125

		3		ECL		0.5		6/29/16		1		0.5		0.5														91		455000

		4		ECL		>8		6/29/16		>16		>32		>32

		5		ECL		1.26		6/29/16		2		1.5		2

		6		ECL		2		6/29/16		4		4		4						3		4		4		4

		7		ECL		6.35		6/29/16		8		16		16

		8		ECL		5.04		6/29/16		4		16		16														114		570000

		9		ECL		0.25		6/29/16		0.5		0.38		0.5

		10		ECL				6/29/16		16		>32		>32

		11		EC		4		6/29/16		8		>32		>32

		12		EC		5.04		6/29/16		8		12		16

		13		EC		6.35		6/29/16		8		12		16

		14		EC		0.03		6/29/16		0.06		0.094		0.125						0.047		0.06		0.094		0.12

		15		EC		0.06		6/29/16		0.06		0.125		0.125

		16		EC		0.05		6/29/16		0.06		0.125		0.125														83		415000

		17		EC		8		6/29/16		8		16		16						12		16		6		8

		18		EC		0.25		6/29/16		0.125		0.5		0.5						0.75		1		0.5		0.5

		19		EC		1		6/29/16		1		2		2						1.5		2		1		1

		20		EC		0.25		6/29/16		1		0.75		1

		21		EC		0.63		6/29/16		1		1		1

		22		EC		0.25		6/29/16		0.25		0.38		0.5														77		385000

		23		EC				6/29/16		>16		32		32

		24		EC				6/29/16		0.25		0.25		0.25

		25		EC				6/29/16		0.12		0.125		0.125

		26		EC				6/29/16		0.25		0.125		0.125

		27		EC				6/29/16		2		3		4														100		500000

		28		EC				6/29/16		0.03		0.064		0.06

		29		EC				6/29/16		0.12		0.125		0.125

		30		EC				6/29/16		0.12		0.064		0.06

		31		EC				6/29/16		1		2		2

		32		EC				6/29/16		>16		>32		>32														82		410000

		33		EC				6/29/16		16		>32		>32

		34		EC				6/29/16		0.12		0.19		0.25

		35		KO		0.12		6/29/16		0.25		0.25		0.25

		36		KO		0.038		6/29/16		0.12		0.094		0.125														111		555000

		37		KO		0.06		6/29/16		0.12		0.094		0.125

		38		KO		0.06		6/29/16		0.12		0.125		0.125

		39		KO		0.03		6/29/16		0.12		0.064		0.06														95		475000

		40		KO		0.25		6/29/16		0.25		0.19		0.25						0.064		0.06		0.25		0.25

		41		KO		0.5		6/29/16		0.5		0.75		1

		42		KO				6/29/16		0.25		0.25		0.25

		43		KO				6/29/16		0.25		0.19		0.25

		44		KO				6/29/16		0.06		0.094		0.125

		45		KP		4		6/29/16		8		24		32														86		430000

		46		KP		0.12		6/29/16		0.12		0.19		0.25

		47		KP		0.06		6/29/16		0.06		0.094		0.125

		48		KP		0.06		6/29/16		0.12		0.125		0.125

		49		KP		0.5		6/29/16		0.5		0.5		0.5														94		470000

		50		KP		2.52		6/29/16		2		2		2

		51		KP		1		6/29/16		1		1		1						1		1		1		1

		52		KP		2		6/29/16		2		2		2

		53		KP		2		6/29/16		4		3		4

		54		KP				6/29/16		8		6		8														107		535000

		55		PM		1		6/29/16		4		2		2						2		2		2		2

		56		PM		0.03		6/29/16		0.5		0.19		0.25

		57		PM		>8		6/29/16		>16		>32		>32

		58		PM		0.15		6/29/16		0.5		0.38		0.5

		59		PM		4		6/29/16		4		>32		>32														126		630000

		60		PA		0.25		6/29/16		0.25		0.25		0.25						0.25		0.25		0.25		0.25

		61		PA		4		6/29/16		4		4		4						6		8		4		4

		62		PA		0.25		6/29/16		0.5		0.5		0.5

		63		PA		4		6/29/16		4		6		8

		64		PA		1		6/29/16		1		1		1						1.5		2		1		1

		65		PA		0.794		6/29/16		1		1		1

		66		PA		1		6/29/16		1		1		1														119		595000

		67		PA		0.12		6/29/16		0.25		0.25		0.25						0.25		0.25		0.19		0.25

		68		PA		8		6/29/16		16		>32		>32

		69		PA		0.12		6/29/16		0.12		0.25		0.25

		70		PA				6/29/16		>16		>32		>32

		71		PA				6/29/16		8		16		16														83		415000

		72		PA				6/29/16		16		>32		>32

		73		PA				6/29/16		16		>32		>32

		74		PA				6/29/16		0.25		0.19		0.25

		75		PA				6/29/16		2		2		2

		76		PA				6/29/16		8		12		16														105		525000

		77		PA				6/29/16		16		>32		>32

		78		PA				6/29/16		4		6		8

		79		PA				6/29/16		16		>32		>32

		80		SM		1.59		6/29/16		2		1.5		2

		81		ES		0.06		6/23/16		0.06		0.06		0.06						0.064		0.06		0.064		0.06

		82		ES		0.06		6/23/16		0.06		0.047		0.06

		83		ES		1		6/23/16		2		1.5		2						2		2		2		2		96		4.80E+05

		84		ES		0.12		6/23/16		0.25		0.25		0.25

		85		ES		1		6/23/16		2		2		2

		86		ES		0.5		6/23/16		1		0.75		1														84		4.20E+05

		87		ES		0.12		6/23/16		0.25		0.25		0.25

		88		ES		1		6/23/16		2		2		2

		89		ES				6/23/16		0.25		0.19		0.25														74		3.70E+05

		90		ES				6/23/16		0.25		0.19		0.25

		91		ES				6/23/16		0.25		0.19		0.25						0.125		0.12		0.125		0.12

		92		ES				6/23/16		0.25		0.25		0.25

		93		ES				6/23/16		2		1.5		2														103		5.15E+05

		94		ES				6/23/16		2		1.5		2

		95		ES				6/23/16		2		3		4

		96		ES				6/23/16		0.5		0.19		0.25

		97		ES				6/23/16		0.12		0.06		0.06

		98		ES				6/23/16		2		3		4														110		5.50E+05

		99		ES				6/23/16		0.12		0.19		0.25

		100		ES				6/23/16		0.12		0.12		0.12

		101		SA		0.12		6/23/16		0.5		0.25		0.25						0.125		0.12		0.125		0.12						MRSA

		102		SA		0.12		6/23/16		0.25		0.19		0.25														86		4.30E+05		MRSA

		103		SA		0.12		6/23/16		1		1		1																		MRSA

		104		SA		0.12		6/23/16		1		1		1																		MRSA

		105		SA		0.12		6/23/16		0.5		0.25		0.25														90		4.50E+05		MRSA

		106		SA		0.015		6/23/16		0.03		0.03		0.03																		MSSA

		107		SA		0.004		6/23/16		<=0.004		0.004		0.004						0.004		0.004		0.003		0.004						MSSA

		108		SA		0.004		6/23/16		<=0.004		0.008		0.008																		MSSA

		109		SA		6.35		6/23/16		>4		>32		>32						6.00		8.00		4.00		4.00		84		4.20E+05		MRSA

		110		SA		0.315		6/23/16		1		0.75		1																		MRSA

		111		SA		0.002		6/23/16		<=0.004		0.004		0.004																		MSSA

		112		SA		4		6/23/16		>4		6		8																		MRSA

		113		SA		0.40		6/23/16		1		1		1						0.38		0.5		0.25		0.25		73		3.65E+05		MRSA

		114		SA		0.008		6/23/16		0.008		0.012		0.015																		MSSA

		115		SA		0.008		6/23/16		0.03		0.012		0.015																		MSSA

		116		SA		2.52		6/23/16		4		3		4														94		4.70E+05		MRSA

		117		SA		4		6/23/16		>4		>32		>32																		MRSA

		118		SA		0.12		6/23/16		0.25		0.38		0.5																		MSSA

		119		SA		0.5		6/23/16		1		1		1														101		5.05E+05		MSSA

		120		SA		1		6/23/16		2		2		2						2		2		0.75		1		91		4.55E+05		MSSA

		121		SA		1		6/23/16		1		1.5		2																		MSSA

		122		SA				6/23/16		0.12		0.19		0.25																		MRSA

		123		SA				6/23/16		2		1.5		2														84		4.20E+05		MRSA

		124		SA				6/23/16		0.06		0.12		0.12																		MRSA

		125		SA				6/23/16		0.06		0.06		0.06																		MRSA

		126		SA				6/23/16		0.06		0.06		0.06														76		3.80E+05		MRSA

		127		SA				6/23/16		0.5		0.75		1																		MRSA

		128		SA				6/23/16		1		0.75		1																		MRSA

		129		SA				6/23/16		0.12		0.094		0.12														104		5.20E+05		MRSA

		130		SA				6/23/16		1		1		1																		MRSA

		131		SA				6/23/16		0.5		1		1																		MRSA

		132		SA				6/23/16		1		1		1														121		6.05E+05		MRSA

		133		SA				6/23/16		0.25		0.25		0.25																		MRSA

		134		SA				6/23/16		1		0.75		1																		MRSA

		135		SA				6/23/16		<=0.004		0.008		0.008																		MRSA

		136		SA				6/23/16		0.008		0.008		0.008																		MRSA

		137		SA				6/23/16		0.008		0.008		0.008														91		4.55E+05		MRSA

		138		SA				6/23/16		0.008		0.012		0.015																		MRSA

		139		SA				6/23/16		0.015		0.015		0.015																		MRSA

		140		SA				6/23/16		0.015		0.015		0.015																		MRSA

		141		SA				6/23/16		0.03		0.047		0.06														113		5.65E+05		MSSA

		142		SA				6/23/16		0.5		0.75		1																		MSSA

		143		SA				6/23/16		1		0.75		1														84		4.20E+05		MSSA

		144		SA				6/23/16		0.03		0.047		0.06														100		5.00E+05		MSSA

		145		SA				6/23/16		0.5		0.5		0.5																		MSSA

		146		SE		0.004		6/23/16		0.008		0.006		0.008														84		4.20E+05

		147		SE		0.008		6/23/16		0.015		0.012		0.015

		148		SE		0.25		6/23/16		0.5		0.5		0.5														92		4.60E+05

		149		SE		1.26		6/23/16		2		3		4

		150		SE		1		6/23/16		4		4		4

		151		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										121		6.05E+05

		152		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		153		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		154		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		155		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002										93		4.65E+05

		156		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		157		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		158		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										97		4.85E+05

		159		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002

		160		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										89		4.45E+05

		161		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		162		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		163		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		164		HI				7/7/16		NG		0.064		0.06		0.064		0.06										113		5.65E+05

		165		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		166		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										101		5.05E+05

		167		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		168		HP		0.008		7/7/16		0.008		0.012		0.015		0.012		0.015										91		4.55E+05

		169		HP		0.008		7/7/16		0.008		0.012		0.015		0.008		0.008

		170		HP		0.008		7/7/16		0.015		0.016		0.015		0.016		0.015										100		5.00E+05

		171		AG		0.008		6/24/16		0.015		0.008		0.008

		172		AG		0.008		6/24/16		0.008		0.012		0.015														113		5.65E+05

		173		AG		0.03		6/24/16		0.06		0.03		0.03						0.008		0.008		0.032		0.03

		174		AG		0.015		6/24/16		0.015		0.008		0.008

		175		AG		0.03		6/24/16		0.06		0.03		0.03

		176		AG		0.06		6/24/16		0.12		0.06		0.06														94		4.70E+05

		177		AG		0.5		6/24/16		1		0.5		0.5

		178		AG		0.5		6/24/16		0.5		0.25		0.25

		179		AG				6/24/16		0.03		0.015		0.015

		180		AG				6/24/16		0.03		0.015		0.015														87		4.35E+05

		181		AN		0.015		6/24/16		0.015		0.015		0.015

		182		AN		<=0.00012		6/24/16		<=0.002		0.006		0.008

		183		AN		0.012		6/24/16		0.015		0.015		0.015						0.012		0.015		0.032		0.03		108		5.40E+05

		184		AN		0.006		6/24/16		0.008		0.008		0.008

		185		AN		0.01		6/24/16		0.015		0.008		0.008

		186		DYS		0.008		6/24/16		0.008		0.008		0.008														90		4.50E+05

		187		DYS		0.008		6/24/16		0.008		0.008		0.008						0.003		0.004		0.008		0.008

		188		DYS		0.015		6/24/16		0.015		0.015		0.015														68		3.40E+05

		189		DYS		0.008		6/24/16		0.015		0.015		0.015

		190		DYS		0.01		6/24/16		0.01		0.015		0.02

		191		MI		0.015		6/24/16		0.03		0.015		0.015														99		4.95E+05

		192		MI		0.03		6/24/16		0.03		0.03		0.03

		193		MI		0.03		6/24/16		0.06		0.03		0.03

		194		MI		0.5		6/24/16		0.5		0.38		0.5														112		5.60E+05

		195		MI		2		6/24/16		>2		1.5		2						1		1		2		2

		196		PY		<=0.004		6/24/16		0.004		0.006		0.008														96		4.80E+05

		197		PY		0.03		6/24/16		0.03		0.03		0.03						0.016		0.015		0.047		0.06

		198		PY		0.008		6/24/16		0.008		0.008		0.008

		199		PY		0.015		6/24/16		0.015		0.008		0.008														98		4.90E+05

		200		PY		0.008		6/24/16		0.015		0.015		0.015

		201		PY		0.008		6/24/16		0.015		0.015		0.015

		202		PY				6/24/16		0.015		0.015		0.015

		203		PY				6/24/16		0.03		0.03		0.03														117		5.85E+05

		204		PY				6/24/16		0.008		0.008		0.008

		205		PY				6/24/16		0.03		0.03		0.03

		EFQC		ES				6/23/16		0.12		0.06		0.06						0.094		0.12		0.125		0.12		113		5.65E+05				0.015-0.12

		SA29QC		SA				6/23/16		0.008		0.008		0.008						0.003		0.004		0.004		0.004		106		5.30E+05				0.001-0.008

		SPQC		SP				6/24/16		0.008		0.012		0.015						0.006		0.008		0.012		0.015		73		3.65E+05				0.004-0.015

		EC25QC		EC				6/29/16		0.03		0.032		0.03						0.032		0.03		0.032		0.03		122		6.10E+05		results are x4		0.008-0.03

		PAQC		PA				6/29/16		0.25		0.19		0.25						0.25		0.25		0.25		0.25		96		4.80E+05				0.12-0.5

		HFQC		HI				7/7/16		<=0.002		<=0.002				<=0.002												96		4.80E+05				0.00025-0.001



		REPEATED 7/13/16





MHA Comparison

		DLX MTS Study #		Species		BMD		MTS on BD MHA		MTS on Hardy MHA		MTS on Remel MHA		Dilution Difference compared to BD

														Hardy-BD		Remel-BD

		6		ECL		4		4		4		4		0		0

		14		EC		0.06		0.12		0.06		0.12		-1		0

		17		EC		8		16		16		8		0		-1

		18		EC		0.125		0.5		1		0.5		1		0

		19		EC		1		2		2		1		0		-1

		40		KO		0.25		0.25		0.06		0.25		-2		0

		51		KP		1		1		1		1		0		0

		55		PM		4		2		2		2		0		0

		60		PA		0.25		0.25		0.25		0.25		0		0

		61		PA		4		4		8		4		1		0

		64		PA		1		1		2		1		1		0

		67		PA		0.25		0.25		0.25		0.25		0		0

		81		ES		0.06		0.06		0.06		0.06		0		0

		83		ES		2		2		2		2		0		0

		91		ES		0.25		0.25		0.12		0.12		-1		-1

		101		MRSA		0.5		0.25		0.12		0.12		-1		-1

		107		MSSA		<=0.004		0.004		0.004		0.004		0		0

		109		MRSA		>4		64.00		8.00		4.00		>-2		>-3

		113		MRSA		1		1		0.5		0.25		-1		-2

		120		MSSA		2		2		2		1		0		-1

		173		AG		0.06		0.03		0.008		0.03		-2		0

		183		AN		0.015		0.015		0.015		0.03		0		1

		187		DYS		0.008		0.008		0.004		0.008		-1		0

		195		MI		>2		2		1		2		-1		0

		197		PY		0.03		0.03		0.015		0.06		-1		1

		>32



Enterobacteriaciae & P. aeruginosa



MTS on BD MHA	4	0.12	16	0.5	2	0.25	1	2	0.25	4	1	0.25	MTS on Hardy MHA	4	0.06	16	1	2	0.06	1	2	0.25	8	2	0.25	MTS on Remel MHA	4	0.12	8	0.5	1	0.25	1	2	0.25	4	1	0.25	







S. aureus and E. faecallis



MTS on BD MHA	0.25	4.0000000000000001E-3	64	1	2	MTS on Hardy MHA	0.12	4.0000000000000001E-3	8	0.5	2	MTS on Remel MHA	0.12	4.0000000000000001E-3	4	0.25	1	









Quality Control

		QC Strain		DLX BMD		DLX MTS                        BD MHA		DFX MTS                    Hardy MHA		DFX MTS               Remel MHA		Colony Count		CFU/mL		CLSI Expected QC Range

		E. coli ATCC 29212		0.12		0.06		0.094		0.125		113		5.65E+05		0.015-0.12

		S. aureus ATCC 29213		0.008		0.008		0.003		0.004		106		5.30E+05		0.001-0.008

		S. pneumoniae 49619		0.008		0.012		0.06		0.012		73		3.65E+05		0.004-0.015

		E. coli ATCC 25922*		0.03		0.032		0.032		0.032		122		6.10E+05		0.008-0.03

		P. aeruginosa ATCC 27853		0.25		0.19		0.25		0.25		96		4.80E+05		0.12-0.5

		H. influenzae ATCC 49619		<=0.002		<=0.002		NT		NT		96		4.80E+05		0.00025-0.001

		*Tested 4 times (all MIC results = 0.03 µg/mL)

		NT - Not Tested

		QC Strain		DLX BMD		DLX MTS                        BD MHA		DFX MTS                    Hardy MHA		DFX MTS               Remel MHA		Colony Count		CFU/mL		CLSI Expected QC Range

		E. coli ATCC 29212		0.12		0.06		0.125		0.125		113		5.65E+05		0.015-0.12

		S. aureus ATCC 29213		0.008		0.008		0.004		0.004		106		5.30E+05		0.001-0.008

		S. pneumoniae 49619		0.008		0.015		0.06		0.015		73		3.65E+05		0.004-0.015

		E. coli ATCC 25922*		0.03		0.03		0.03		0.03		122		6.10E+05		0.008-0.03

		P. aeruginosa ATCC 27853		0.25		0.25		0.25		0.25		96		4.80E+05		0.12-0.5

		H. influenzae ATCC 49619		≤0.002		≤0.002		NT		NT		96		4.80E+05		0.00025-0.001

		*Tested 4 times (all MIC results = 0.03 µg/mL)

		NT - Not Tested





Dilution Difference Table

														BMD>		BMD>, both R		MTS>, both R		Both<		BMD<, both S

		Organism Group		-2		-1		0		1		2												Total		EA

		Enterobacteriaceae				5		23		18		5				5		4						60		92%

		P. aeruginosa						9		5						1		5						20		100%

		Staphylococci				3		28		12						3						4		50		100%

		Streptococci				13		17		3				1*								1		35		100%

		E. faecalis				2		15		3														20		100%

		Haemophilus spp.						1		2										16				20**		100%

		EA - percent within +/- one dilution (considering off-scale as EA)

		*S. mitis BMD = >2, MTS = 2

		**3 H. parainfluenzae MTS MIC  = 0.16 and BMD MIC = 0.008 and 0.16; The remaining strains were H. influenzae, all MICs (BMD and MTS) were ≤ 0.002 with exception of 1 strain that did not grow in BMD panel and MTS MIC was 0.06 µg/mL.



		verified by repeat testing, strains included:

		#8, E. cloacae (JMI #866609)

		#14, E. coli (JMI #376)

		#18, E. coli (JMI #756)

		#29, E. coli (LSI #720, TEM WT)

		#30, E. coli (LSI #721, TEM WT, CTX-M, Grp.9





Dilution Dif Table for Microbe

		Organism Group		-2		-1		0		1		2		BMD>, both R		MTS>, both R		BMD<, both S		Total		EA



		Staphylococci spp.				3		28		12				3				4		50		100%

		Enterobacteriaceae				5		23		18		5		5		4				60		92%

		P. aeruginosa						9		5				1		5				20		100%

		EA - percent within +/- one dilution (considering off-scale as EA)



		verified by repeat testing, strains included:

		#8, E. cloacae (JMI #866609)

		#14, E. coli (JMI #376)

		#18, E. coli (JMI #756)

		#29, E. coli (LSI #720, TEM WT)

		#30, E. coli (LSI #721, TEM WT, CTX-M, Grp.9





Scatterplots

		Enterobacteriaceae

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06		1				2

		0.125				6		6		1

		0.25						3		5		1																				number		%

		0.5						1		1		3		1																Category agreement		55		91.7%

		1										1		3																Minor error		5		8.3%

		2												2		4		1												Major error		0		0.0%

		4														1		2												Very major error		0		0.0%

		8																		1										total n		60

		16																1		4

		32																		1				1

		>32																1		1		2		3

		Category agreement				91.7%		Minor error				8.3%		Major error				0.0%		VM error				0.0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		Staphylococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004		2

		0.008		2		3

		0.015				2		3		1

		0.03								1

		0.06								2		2

		0.125										1		1

		0.25												1		2		2

		0.5														1		2

		1																3		10												number		%

		2																		1		2								Category agreement		46		92.0%

		4																				1		2						Minor error		4		8.0%

		8																								1				Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		50

		>32																								2

		Category agreement				92.0%		Minor error				8.0%		Major error				0.0%		VM error				0.0%



		Streptococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.002		0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		>2

		≤0.002

		0.004

		0.008		1		1		5		4

		0.015						2		7		3

		0.03										4		3

		0.06														1

		0.125

		0.25																1

		0.5																1		1

		1																														number		%

		2																								1				Category agreement		34		97.1%

		4																												Minor error		NA		NA

		8																												Major error		1		2.9%

		16																												Very major error		0		0.0%

		32																												total n		35

		>32

		Category agreement				97.1%								Major error				2.9%		VM error				0.0%



		Enterococcus faecalis

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004

		0.008

		0.015

		0.03

		0.06										2		1

		0.125												1

		0.25												1		6		1

		0.5

		1																		1												number		%

		2																				5								Category agreement		20		100.0%

		4																				2								Minor error		0		0.0%

		8																												Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		20

		>32

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%





Scatterplots for poster

		Enterobacteriaceae

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06		1				2

		0.125				6		6		1

		0.25						3		5		1																				number		%

		0.5						1		1		3		1																Category agreement		55		91.7%

		1										1		3																Minor error		5		8.3%

		2												2		4		1												Major error		0		0.0%

		4														1		2												Very major error		0		0.0%

		8																		1										total n		60

		16																1		4

		32																		1				1

		>32																1		1		2		3

		Cat. agreement				91.7%		Minor error				8.3%		Major error				0.0%		VM error				0.0%



		P. aeruginosa - prior BPs

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		Staphylococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004		2

		0.008		2		3

		0.015				2		3		1

		0.03								1

		0.06								2		2

		0.125										1		1

		0.25												1		2		2

		0.5														1		2

		1																3		10												number		%

		2																		1		2								Category agreement		46		92.0%

		4																				1		2						Minor error		4		8.0%

		8																								1				Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		50

		>32																								2

		Cat. agreement				92.0%		Minor error				8.0%		Major error				0.0%		VM error				0.0%



		Streptococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.002		0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		>2

		≤0.002

		0.004

		0.008		1		1		5		4

		0.015						2		7		3

		0.03										4		3																		number		%

		0.06														1														Category agreement		34		97.1%

		0.125																												Minor error		NA		NA

		0.25																1												Major error		1		2.9%

		0.5																1		1										Very major error		0		0.0%

		1																												total n		35

		2																								1

		4

		Cat. agreement						97.1%						Major error				2.9%		VM error				0.0%



		Enterococcus faecalis

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004

		0.008

		0.015

		0.03

		0.06										2		1

		0.125												1																		number		%

		0.25												1		6		1												Category agreement		20		100.0%

		0.5																												Minor error		0		0.0%

		1																		1										Major error		0		0.0%

		2																				5								Very major error		0		0.0%

		4																				2								total n		20

		8

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



























































































































































































































































































































Data for Report Appendix

		DLX MTS Study #		Org code		LSI #		JMI #		Organism		DLX JMI Mean MIC		Read Date		DLX BMD		DLX MTS BD MHA		DFX MTS HDY MHA		DFX MTS RML MHA		Colony Count		CFU/mL

		1		ECL		3000		324		Enterobacter cloacae		0.06		6/29/16		0.125		0.25

		2		ECL		3001		329		Enterobacter cloacae		0.06		6/29/16		0.06		0.125

		3		ECL		3002		565		Enterobacter cloacae		0.5		6/29/16		1		0.5						91		455000

		4		ECL		3003		765		Enterobacter cloacae		>8		6/29/16		>16		>32

		5		ECL		3004		813017		Enterobacter cloacae		1.26		6/29/16		2		2

		6		ECL		3005		814056		Enterobacter cloacae		2		6/29/16		4		4		4		4

		7		ECL		3006		814666		Enterobacter cloacae		6.35		6/29/16		8		16

		8		ECL		3007		866609		Enterobacter cloacae		5.04		6/29/16		4		16						114		570000

		9		ECL		3008		871443		Enterobacter cloacae		0.25		6/29/16		0.5		0.5

		10		ECL		907				Enterobacter cloacae				6/29/16		16		>32

		11		EC		3017		284		Escherichia coli		4		6/29/16		8		>32

		12		EC		3018		348		Escherichia coli		5.040		6/29/16		8		16

		13		EC		3019		349		Escherichia coli		6.350		6/29/16		8		16

		14		EC		3020		376		Escherichia coli		0.03		6/29/16		0.06		0.125		0.06		0.12

		15		EC		3021		542		Escherichia coli		0.06		6/29/16		0.06		0.125

		16		EC		3022		591		Escherichia coli		0.05		6/29/16		0.06		0.125						83		415000

		17		EC		3023		611		Escherichia coli		8		6/29/16		8		16		16		8

		18		EC		3024		756		Escherichia coli		0.25		6/29/16		0.125		0.5		1		0.5

		19		EC		3025		823		Escherichia coli		1		6/29/16		1		2		2		1

		20		EC		3026		814416		Escherichia coli		0.25		6/29/16		1		1

		21		EC		3027		816821		Escherichia coli		0.63		6/29/16		1		1

		22		EC		3028		818860		Escherichia coli		0.25		6/29/16		0.25		0.5						77		385000

		23		EC		914				Escherichia coli				6/29/16		>16		32

		24		EC		915				Escherichia coli				6/29/16		0.25		0.25

		25		EC		916				Escherichia coli				6/29/16		0.125		0.125

		26		EC		917				Escherichia coli				6/29/16		0.25		0.125

		27		EC		918				Escherichia coli				6/29/16		2		4						100		500000

		28		EC		919				Escherichia coli				6/29/16		0.03		0.06

		29		EC		920				Escherichia coli				6/29/16		0.12		0.125

		30		EC		921				Escherichia coli				6/29/16		0.12		0.06

		31		EC		922				Escherichia coli				6/29/16		1		2

		32		EC		923				Escherichia coli				6/29/16		>16		>32						82		410000

		33		EC		924				Escherichia coli				6/29/16		16		>32

		34		EC		2990				Escherichia coli				6/29/16		0.125		0.25

		35		KO		3032		259		Klebsiella oxytoca		0.12		6/29/16		0.25		0.25

		36		KO		3033		319		Klebsiella oxytoca		0.038		6/29/16		0.125		0.125						111		555000

		37		KO		3034		446		Klebsiella oxytoca		0.06		6/29/16		0.125		0.125

		38		KO		3035		759		Klebsiella oxytoca		0.06		6/29/16		0.125		0.125

		39		KO		3036		893		Klebsiella oxytoca		0.03		6/29/16		0.125		0.06						95		475000

		40		KO		3037		851014		Klebsiella oxytoca		0.25		6/29/16		0.25		0.25		0.06		0.25

		41		KO		3038		861864		Klebsiella oxytoca		0.5		6/29/16		0.5		1

		42		KO		2853				Klebsiella oxytoca				6/29/16		0.25		0.25

		43		KO		2854				Klebsiella oxytoca				6/29/16		0.25		0.25

		44		KO		2898				Klebsiella oxytoca				6/29/16		0.06		0.125

		45		KP		3039		496		Klebsiella pneumoniae		4		6/29/16		8		32						86		430000

		46		KP		3040		582		Klebsiella pneumoniae		0.12		6/29/16		0.125		0.25

		47		KP		3041		798		Klebsiella pneumoniae		0.06		6/29/16		0.06		0.125

		48		KP		3042		946		Klebsiella pneumoniae		0.06		6/29/16		0.125		0.125

		49		KP		3043		947		Klebsiella pneumoniae		0.5		6/29/16		0.5		0.5						94		470000

		50		KP		3044		813992		Klebsiella pneumoniae		2.52		6/29/16		2		2

		51		KP		3045		814529		Klebsiella pneumoniae		1		6/29/16		1		1		1		1

		52		KP		3046		824830		Klebsiella pneumoniae		2		6/29/16		2		2

		53		KP		3047		828761		Klebsiella pneumoniae		2		6/29/16		4		4

		54		KP		925				Klebsiella pneumoniae				6/29/16		8		8						107		535000

		55		PM		3048		133		Proteus mirabilis		1		6/29/16		4		2		2		2

		56		PM		3052		660		Proteus mirabilis		0.03		6/29/16		0.5		0.25

		57		PM		3054		771		Proteus mirabilis		>8		6/29/16		>16		>32

		58		PM		3055		840		Proteus mirabilis		0.15		6/29/16		0.500		0.5

		59		PM		3060		854131		Proteus mirabilis		4		6/29/16		4		>32						126		630000

		60		PA		3061		4		Pseudomonas aeruginosa		0.25		6/29/16		0.25		0.25		0.25		0.25

		61		PA		3062		123		Pseudomonas aeruginosa		4		6/29/16		4		4		8		4

		62		PA		3063		125		Pseudomonas aeruginosa		0.25		6/29/16		0.5		0.5

		63		PA		3064		140		Pseudomonas aeruginosa		4		6/29/16		4		8

		64		PA		3065		313		Pseudomonas aeruginosa		1		6/29/16		1		1		2		1

		65		PA		3066		454		Pseudomonas aeruginosa		0.794		6/29/16		1.000		1.000

		66		PA		3067		463		Pseudomonas aeruginosa		1		6/29/16		1		1						119		595000

		67		PA		3068		586		Pseudomonas aeruginosa		0.12		6/29/16		0.25		0.25		0.25		0.25

		68		PA		3069		762		Pseudomonas aeruginosa		8		6/29/16		16		>32

		69		PA		3070		895		Pseudomonas aeruginosa		0.12		6/29/16		0.125		0.25

		70		PA		781				Pseudomonas aeruginosa				6/29/16		>16		>32

		71		PA		782				Pseudomonas aeruginosa				6/29/16		8		16						83		415000

		72		PA		785				Pseudomonas aeruginosa				6/29/16		16		>32

		73		PA		788				Pseudomonas aeruginosa				6/29/16		16		>32

		74		PA		789				Pseudomonas aeruginosa				6/29/16		0.25		0.25

		75		PA		790				Pseudomonas aeruginosa				6/29/16		2		2

		76		PA		792				Pseudomonas aeruginosa				6/29/16		8		16						105		525000

		77		PA		794				Pseudomonas aeruginosa				6/29/16		16		>32

		78		PA		795				Pseudomonas aeruginosa				6/29/16		4		8

		79		PA		797				Pseudomonas aeruginosa				6/29/16		16		>32

		80		SM		3071		830792		Serratia marcescens		1.59		6/29/16		2		2

		81		ES		3009		113		Enterococcus faecalis		0.06		6/23/16		0.06		0.06		0.06		0.06

		82		ES		3010		456		Enterococcus faecalis		0.06		6/23/16		0.06		0.06

		83		ES		3011		472		Enterococcus faecalis		1		6/23/16		2		2		2		2		96		4.80E+05

		84		ES		3012		590		Enterococcus faecalis		0.12		6/23/16		0.25		0.25

		85		ES		3013		785		Enterococcus faecalis		1		6/23/16		2		2

		86		ES		3014		814188		Enterococcus faecalis		0.5		6/23/16		1		1						84		4.20E+05

		87		ES		3015		831301		Enterococcus faecalis		0.12		6/23/16		0.25		0.25

		88		ES		3016		872904		Enterococcus faecalis		1		6/23/16		2		2

		89		ES		D3214				Enterococcus faecalis				6/23/16		0.25		0.25						74		3.70E+05

		90		ES		D3215				Enterococcus faecalis				6/23/16		0.25		0.25

		91		ES		D3245				Enterococcus faecalis				6/23/16		0.25		0.25		0.12		0.12

		92		ES		D3246				Enterococcus faecalis				6/23/16		0.25		0.25

		93		ES		D3251				Enterococcus faecalis				6/23/16		2		2						103		5.15E+05

		94		ES		D3296				Enterococcus faecalis				6/23/16		2		2

		95		ES		D3329				Enterococcus faecalis				6/23/16		2		4

		96		ES		D3337				Enterococcus faecalis				6/23/16		0.5		0.25

		97		ES		D3376				Enterococcus faecalis				6/23/16		0.125		0.06

		98		ES		D3418				Enterococcus faecalis				6/23/16		2		4						110		5.50E+05

		99		ES		D3596				Enterococcus faecalis				6/23/16		0.125		0.25

		100		ES		D3638				Enterococcus faecalis				6/23/16		0.125		0.125

		101		SA		3072		1		MRSA		0.12		6/23/16		0.5		0.25		0.12		0.12

		102		SA		3073		9		MRSA		0.12		6/23/16		0.25		0.25						86		4.30E+05

		103		SA		3074		37		MRSA		0.12		6/23/16		1		1

		104		SA		3075		51		MRSA		0.12		6/23/16		1		1

		105		SA		3076		54		MRSA		0.12		6/23/16		0.5		0.25						90		4.50E+05

		106		SA		3077		63		MSSA		0.015		6/23/16		0.03		0.03

		107		SA		3078		104		MSSA		0.004		6/23/16		<=0.004		0.004		0.004		0.004

		108		SA		3079		115		MSSA		0.004		6/23/16		<=0.004		0.008

		109		SA		3080		119		MRSA		6.35		6/23/16		>4		>32		8.00		4.00		84		4.20E+05

		110		SA		3081		129		MRSA		0.315		6/23/16		1		1

		111		SA		3082		131		MSSA		0.002		6/23/16		<=0.004		0.004

		112		SA		3083		211		MRSA		4		6/23/16		>4		8

		113		SA		3084		605		MRSA		0.40		6/23/16		1		1		0.5		0.25		73		3.65E+05

		114		SA		3085		690		MSSA		0.008		6/23/16		0.008		0.015

		115		SA		3086		764		MSSA		0.008		6/23/16		0.03		0.015

		116		SA		3087		813118		MRSA		2.52		6/23/16		4		4						94		4.70E+05

		117		SA		3088		813922		MRSA		4		6/23/16		>4		>32

		118		SA		3089		816806		MSSA		0.12		6/23/16		0.25		0.5

		119		SA		3090		818951		MSSA		0.5		6/23/16		1		1						101		5.05E+05

		120		SA		3091		819625		MSSA		1		6/23/16		2		2		2		1		91		4.55E+05

		121		SA		3092		861282		MSSA		1		6/23/16		1		2

		122		SA		D850				MRSA				6/23/16		0.125		0.25

		123		SA		D1132				MRSA				6/23/16		2		2						84		4.20E+05

		124		SA		D2806				MRSA				6/23/16		0.06		0.125

		125		SA		D2877				MRSA				6/23/16		0.06		0.06

		126		SA		D2878				MRSA				6/23/16		0.06		0.06						76		3.80E+05

		127		SA		D3933				MRSA				6/23/16		0.5		1

		128		SA		D3978				MRSA				6/23/16		1		1

		129		SA		D4043				MRSA				6/23/16		0.125		0.125						104		5.20E+05

		130		SA		D4055				MRSA				6/23/16		1		1

		131		SA		D4062				MRSA				6/23/16		0.5		1

		132		SA		D4065				MRSA				6/23/16		1		1						121		6.05E+05

		133		SA		D4119				MRSA				6/23/16		0.25		0.25

		134		SA		D4136				MRSA				6/23/16		1		1

		135		SA		D4159				MRSA				6/23/16		<=0.004		0.008

		136		SA		D4324				MRSA				6/23/16		0.008		0.008

		137		SA		D4340				MRSA				6/23/16		0.008		0.008						91		4.55E+05

		138		SA		D4372				MRSA				6/23/16		0.008		0.015

		139		SA		D4380				MRSA				6/23/16		0.015		0.015

		140		SA		D4381				MRSA				6/23/16		0.015		0.015

		141		SA		D2702				MSSA				6/23/16		0.03		0.06						113		5.65E+05

		142		SA		D3459				MSSA				6/23/16		0.5		1

		143		SA		D3498				MSSA				6/23/16		1		1						84		4.20E+05

		144		SA		D3636				MSSA				6/23/16		0.03		0.06						100		5.00E+05

		145		SA		D4346				MSSA				6/23/16		0.5		0.5

		146		SE		3096		448		Staphylococcus epidermidis		0.004		6/23/16		0.008		0.008						84		4.20E+05

		147		SE		3099		666		Staphylococcus epidermidis		0.008		6/23/16		0.015		0.015

		148		SE		3102		906		Staphylococcus epidermidis		0.25		6/23/16		0.5		0.5						92		4.60E+05

		149		SE		3103		830363		Staphylococcus epidermidis		1.26		6/23/16		2		4

		150		SE		3104		862055		Staphylococcus epidermidis		1		6/23/16		4		4

		151		HI		623				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						121		6.05E+05

		152		HI		624				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		153		HI		625				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		154		HI		626				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		155		HI		627				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						93		4.65E+05

		156		HI		630				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		157		HI		631				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		158		HI		632				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						97		4.85E+05

		159		HI		633				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		160		HI		634				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						89		4.45E+05

		161		HI		635				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		162		HI		974				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		163		HI		975				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		164		HI		976				Haemophilus influenzae				7/7/16		NG		0.06						113		5.65E+05

		165		HI		985				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		166		HI		986				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						101		5.05E+05

		167		HI		1512				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		168		HP		3029		70		Haemophilus parainfluenzae		0.008		7/7/16		0.008		0.015						91		4.55E+05

		169		HP		3030		207		Haemophilus parainfluenzae		0.008		7/7/16		0.008		0.015

		170		HP		3031		209		Haemophilus parainfluenzae		0.008		7/7/16		0.015		0.015						100		5.00E+05

		171		AG		3105		23		Streptococcus agalactiae		0.008		6/24/16		0.015		0.008

		172		AG		3106		371		Streptococcus agalactiae		0.008		6/24/16		0.008		0.015						113		5.65E+05

		173		AG		3107		478		Streptococcus agalactiae		0.03		6/24/16		0.06		0.03		0.008		0.03

		174		AG		3108		664		Streptococcus agalactiae		0.015		6/24/16		0.015		0.008

		175		AG		3109		907		Streptococcus agalactiae		0.03		6/24/16		0.06		0.03

		176		AG		3110		824604		Streptococcus agalactiae		0.06		6/24/16		0.125		0.06						94		4.70E+05

		177		AG		3111		853096		Streptococcus agalactiae		0.5		6/24/16		1		0.5

		178		AG		3112		867750		Streptococcus agalactiae		0.5		6/24/16		0.5		0.25

		179		AG		436				Streptococcus agalactiae				6/24/16		0.03		0.015

		180		AG		437				Streptococcus agalactiae				6/24/16		0.03		0.015						87		4.35E+05

		181		AN		3113		25		Streptococcus anginosus		0.015		6/24/16		0.015		0.015

		182		AN		3114		29		Streptococcus anginosus		<=0.00012		6/24/16		<=0.002		0.008

		183		AN		3115		95		Streptococcus anginosus		0.012		6/24/16		0.015		0.015		0.015		0.03		108		5.40E+05

		184		AN		3116		118		Streptococcus anginosus		0.006		6/24/16		0.008		0.008

		185		AN		3117		162		Streptococcus anginosus		0.01		6/24/16		0.015		0.008

		186		DYS		3118		298		Streptococcus dysgalactiae		0.008		6/24/16		0.008		0.008						90		4.50E+05

		187		DYS		3119		327		Streptococcus dysgalactiae		0.008		6/24/16		0.008		0.008		0.004		0.008

		188		DYS		3120		404		Streptococcus dysgalactiae		0.015		6/24/16		0.015		0.015						68		3.40E+05

		189		DYS		3121		575		Streptococcus dysgalactiae		0.008		6/24/16		0.015		0.015

		190		DYS		3122		887		Streptococcus dysgalactiae		0.01		6/24/16		0.008		0.015

		191		MI		3123		466		Streptococcus mitis group		0.015		6/24/16		0.03		0.015						99		4.95E+05

		192		MI		3124		554		Streptococcus mitis group		0.03		6/24/16		0.03		0.03

		193		MI		3127		503		Streptococcus mitis/oralis		0.03		6/24/16		0.06		0.03

		194		MI		3128		847974		Streptococcus mitis/oralis		0.5		6/24/16		0.5		0.5						112		5.60E+05

		195		MI		3129		862011		Streptococcus mitis/oralis		2		6/24/16		>2		2		1		2

		196		PY		3130		31		Streptococcus pyogenes		<=0.004		6/24/16		0.004		0.008						96		4.80E+05

		197		PY		3131		121		Streptococcus pyogenes		0.03		6/24/16		0.03		0.03		0.015		0.06

		198		PY		3132		388		Streptococcus pyogenes		0.008		6/24/16		0.008		0.008

		199		PY		3133		537		Streptococcus pyogenes		0.015		6/24/16		0.015		0.008						98		4.90E+05

		200		PY		3134		751		Streptococcus pyogenes		0.008		6/24/16		0.015		0.015

		201		PY		3135		824142		Streptococcus pyogenes		0.008		6/24/16		0.015		0.015

		202		PY		402				Streptococcus pyogenes				6/24/16		0.015		0.015

		203		PY		403				Streptococcus pyogenes				6/24/16		0.03		0.03						117		5.85E+05

		204		PY		404				Streptococcus pyogenes				6/24/16		0.008		0.008

		205		PY		405				Streptococcus pyogenes				6/24/16		0.03		0.03






Isolate Reference

		DLX Study #		Org code		LSI Bank #		DRL #		JMI #		Organism		Delafloxacin GEOMEAN MIC		ORG Type		Notes

		1		ECL		3000				324		Enterobacter cloacae		0.06		G-

		2		ECL		3001				329		Enterobacter cloacae		0.06		G-

		3		ECL		3002				565		Enterobacter cloacae		0.5		G-

		4		ECL		3003				765		Enterobacter cloacae		>8		G-

		5		ECL		3004				813017		Enterobacter cloacae		1.26		G-

		6		ECL		3005				814056		Enterobacter cloacae		2		G-

		7		ECL		3006				814666		Enterobacter cloacae		6.35		G-

		8		ECL		3007				866609		Enterobacter cloacae		5.04		G-

		9		ECL		3008				871443		Enterobacter cloacae		0.25		G-

		10		ECL		907						Enterobacter cloacae				G-

		11		EC		3017				284		Escherichia coli		4		G-

		12		EC		3018				348		Escherichia coli		5.040		G-

		13		EC		3019				349		Escherichia coli		6.350		G-

		14		EC		3020				376		Escherichia coli		0.03		G-

		15		EC		3021				542		Escherichia coli		0.06		G-

		16		EC		3022				591		Escherichia coli		0.05		G-

		17		EC		3023				611		Escherichia coli		8		G-

		18		EC		3024				756		Escherichia coli		0.25		G-

		19		EC		3025				823		Escherichia coli		1		G-

		20		EC		3026				814416		Escherichia coli		0.25		G-

		21		EC		3027				816821		Escherichia coli		0.63		G-

		22		EC		3028				818860		Escherichia coli		0.25		G-

		23		EC		914						Escherichia coli				G-

		24		EC		915						Escherichia coli				G-

		25		EC		916						Escherichia coli				G-

		26		EC		917						Escherichia coli				G-

		27		EC		918						Escherichia coli				G-

		28		EC		919						Escherichia coli				G-

		29		EC		920						Escherichia coli				G-

		30		EC		921						Escherichia coli				G-

		31		EC		922						Escherichia coli				G-

		32		EC		923						Escherichia coli				G-

		33		EC		924						Escherichia coli				G-

		34		EC		2990						Escherichia coli				G-

		35		KO		3032				259		Klebsiella oxytoca		0.12		G-

		36		KO		3033				319		Klebsiella oxytoca		0.038		G-

		37		KO		3034				446		Klebsiella oxytoca		0.06		G-

		38		KO		3035				759		Klebsiella oxytoca		0.06		G-

		39		KO		3036				893		Klebsiella oxytoca		0.03		G-

		40		KO		3037				851014		Klebsiella oxytoca		0.25		G-

		41		KO		3038				861864		Klebsiella oxytoca		0.5		G-

		42		KO		2853						Klebsiella oxytoca				G-

		43		KO		2854						Klebsiella oxytoca				G-

		44		KO		2898						Klebsiella oxytoca				G-

		45		KP		3039				496		Klebsiella pneumoniae		4		G-

		46		KP		3040				582		Klebsiella pneumoniae		0.12		G-

		47		KP		3041				798		Klebsiella pneumoniae		0.06		G-

		48		KP		3042				946		Klebsiella pneumoniae		0.06		G-

		49		KP		3043				947		Klebsiella pneumoniae		0.5		G-

		50		KP		3044				813992		Klebsiella pneumoniae		2.52		G-

		51		KP		3045				814529		Klebsiella pneumoniae		1		G-

		52		KP		3046				824830		Klebsiella pneumoniae		2		G-

		53		KP		3047				828761		Klebsiella pneumoniae		2		G-

		54		KP		925						Klebsiella pneumoniae				G-

		55		PM		3048				133		Proteus mirabilis		1		G-

		56		PM		3052				660		Proteus mirabilis		0.03		G-

		57		PM		3054				771		Proteus mirabilis		>8		G-

		58		PM		3055				840		Proteus mirabilis		0.15		G-

		59		PM		3060				854131		Proteus mirabilis		4		G-

		60		PA		3061				4		Pseudomonas aeruginosa		0.25		G-

		61		PA		3062				123		Pseudomonas aeruginosa		4		G-

		62		PA		3063				125		Pseudomonas aeruginosa		0.25		G-

		63		PA		3064				140		Pseudomonas aeruginosa		4		G-

		64		PA		3065				313		Pseudomonas aeruginosa		1		G-

		65		PA		3066				454		Pseudomonas aeruginosa		0.794		G-

		66		PA		3067				463		Pseudomonas aeruginosa		1		G-

		67		PA		3068				586		Pseudomonas aeruginosa		0.12		G-

		68		PA		3069				762		Pseudomonas aeruginosa		8		G-

		69		PA		3070				895		Pseudomonas aeruginosa		0.12		G-

		70		PA		781						Pseudomonas aeruginosa				G-

		71		PA		782						Pseudomonas aeruginosa				G-

		72		PA		785						Pseudomonas aeruginosa				G-

		73		PA		788						Pseudomonas aeruginosa				G-

		74		PA		789						Pseudomonas aeruginosa				G-

		75		PA		790						Pseudomonas aeruginosa				G-

		76		PA		792						Pseudomonas aeruginosa				G-

		77		PA		794						Pseudomonas aeruginosa				G-

		78		PA		795						Pseudomonas aeruginosa				G-

		79		PA		797						Pseudomonas aeruginosa				G-

		80		SM		3071				830792		Serratia marcescens		1.59		G-

		81		ES		3009				113		Enterococcus faecalis		0.06		G+

		82		ES		3010				456		Enterococcus faecalis		0.06		G+

		83		ES		3011				472		Enterococcus faecalis		1		G+

		84		ES		3012				590		Enterococcus faecalis		0.12		G+

		85		ES		3013				785		Enterococcus faecalis		1		G+

		86		ES		3014				814188		Enterococcus faecalis		0.5		G+

		87		ES		3015				831301		Enterococcus faecalis		0.12		G+

		88		ES		3016				872904		Enterococcus faecalis		1		G+

		89		ES				3214				Enterococcus faecalis				G+

		90		ES				3215				Enterococcus faecalis				G+

		91		ES				3245				Enterococcus faecalis				G+

		92		ES				3246				Enterococcus faecalis				G+

		93		ES				3251				Enterococcus faecalis				G+

		94		ES				3296				Enterococcus faecalis				G+

		95		ES				3329				Enterococcus faecalis				G+

		96		ES				3337				Enterococcus faecalis				G+

		97		ES				3376				Enterococcus faecalis				G+

		98		ES				3418				Enterococcus faecalis				G+

		99		ES				3596				Enterococcus faecalis				G+

		100		ES				3638				Enterococcus faecalis				G+

		101		SA		3072				1		Staphylococcus aureus		0.12		G+		MRSA

		102		SA		3073				9		Staphylococcus aureus		0.12		G+		MRSA

		103		SA		3074				37		Staphylococcus aureus		0.12		G+		MRSA

		104		SA		3075				51		Staphylococcus aureus		0.12		G+		MRSA

		105		SA		3076				54		Staphylococcus aureus		0.12		G+		MRSA

		106		SA		3077				63		Staphylococcus aureus		0.015		G+		MSSA

		107		SA		3078				104		Staphylococcus aureus		0.004		G+		MSSA

		108		SA		3079				115		Staphylococcus aureus		0.004		G+		MSSA

		109		SA		3080				119		Staphylococcus aureus		6.35		G+		MRSA

		110		SA		3081				129		Staphylococcus aureus		0.315		G+		MRSA

		111		SA		3082				131		Staphylococcus aureus		0.002		G+		MSSA

		112		SA		3083				211		Staphylococcus aureus		4		G+		MRSA

		113		SA		3084				605		Staphylococcus aureus		0.40		G+		MRSA

		114		SA		3085				690		Staphylococcus aureus		0.008		G+		MSSA

		115		SA		3086				764		Staphylococcus aureus		0.008		G+		MSSA

		116		SA		3087				813118		Staphylococcus aureus		2.52		G+		MRSA

		117		SA		3088				813922		Staphylococcus aureus		4		G+		MRSA

		118		SA		3089				816806		Staphylococcus aureus		0.12		G+		MSSA

		119		SA		3090				818951		Staphylococcus aureus		0.5		G+		MSSA

		120		SA		3091				819625		Staphylococcus aureus		1		G+		MSSA

		121		SA		3092				861282		Staphylococcus aureus		1		G+		MSSA

		122		SA				850				Staphylococcus aureus				G+		MRSA

		123		SA				1132				Staphylococcus aureus				G+		MRSA

		124		SA				2806				Staphylococcus aureus				G+		MRSA

		125		SA				2877				Staphylococcus aureus				G+		MRSA

		126		SA				2878				Staphylococcus aureus				G+		MRSA

		127		SA				3933				Staphylococcus aureus				G+		MRSA

		128		SA				3978				Staphylococcus aureus				G+		MRSA

		129		SA				4043				Staphylococcus aureus				G+		MRSA

		130		SA				4055				Staphylococcus aureus				G+		MRSA

		131		SA				4062				Staphylococcus aureus				G+		MRSA

		132		SA				4065				Staphylococcus aureus				G+		MRSA

		133		SA				4119				Staphylococcus aureus				G+		MRSA

		134		SA				4136				Staphylococcus aureus				G+		MRSA

		135		SA				4159				Staphylococcus aureus				G+		MRSA

		136		SA				4324				Staphylococcus aureus				G+		MRSA

		137		SA				4340				Staphylococcus aureus				G+		MRSA

		138		SA				4372				Staphylococcus aureus				G+		MRSA

		139		SA				4380				Staphylococcus aureus				G+		MRSA

		140		SA				4381				Staphylococcus aureus				G+		MRSA

		141		SA				2702				Staphylococcus aureus				G+		MSSA

		142		SA				3459				Staphylococcus aureus				G+		MSSA

		143		SA				3498				Staphylococcus aureus				G+		MSSA

		144		SA				3636				Staphylococcus aureus				G+		MSSA

		145		SA				4346				Staphylococcus aureus				G+		MSSA

		146		SE		3096				448		Staphylococcus epidermidis		0.004		G+

		147		SE		3099				666		Staphylococcus epidermidis		0.008		G+

		148		SE		3102				906		Staphylococcus epidermidis		0.25		G+

		149		SE		3103				830363		Staphylococcus epidermidis		1.26		G+

		150		SE		3104				862055		Staphylococcus epidermidis		1		G+

		151		HI		623						Haemophilus influenzae				HI

		152		HI		624						Haemophilus influenzae				HI

		153		HI		625						Haemophilus influenzae				HI

		154		HI		626						Haemophilus influenzae				HI

		155		HI		627						Haemophilus influenzae				HI

		156		HI		630						Haemophilus influenzae				HI

		157		HI		631						Haemophilus influenzae				HI

		158		HI		632						Haemophilus influenzae				HI

		159		HI		633						Haemophilus influenzae				HI

		160		HI		634						Haemophilus influenzae				HI

		161		HI		635						Haemophilus influenzae				HI

		162		HI		974						Haemophilus influenzae				HI

		163		HI		975						Haemophilus influenzae				HI

		164		HI		976						Haemophilus influenzae				HI

		165		HI		985						Haemophilus influenzae				HI

		166		HI		986						Haemophilus influenzae				HI

		167		HI		1512						Haemophilus influenzae				HI

		168		HP		3029				70		Haemophilus parainfluenzae		0.008		HI

		169		HP		3030				207		Haemophilus parainfluenzae		0.008		HI

		170		HP		3031				209		Haemophilus parainfluenzae		0.008		HI

		171		AG		3105				23		Streptococcus agalactiae		0.008		Strep

		172		AG		3106				371		Streptococcus agalactiae		0.008		Strep

		173		AG		3107				478		Streptococcus agalactiae		0.03		Strep

		174		AG		3108				664		Streptococcus agalactiae		0.015		Strep

		175		AG		3109				907		Streptococcus agalactiae		0.03		Strep

		176		AG		3110				824604		Streptococcus agalactiae		0.06		Strep

		177		AG		3111				853096		Streptococcus agalactiae		0.5		Strep

		178		AG		3112				867750		Streptococcus agalactiae		0.5		Strep

		179		AG		436						Streptococcus agalactiae				Strep

		180		AG		437						Streptococcus agalactiae				Strep

		181		AN		3113				25		Streptococcus anginosus		0.015		Strep

		182		AN		3114				29		Streptococcus anginosus		<=0.00012		Strep

		183		AN		3115				95		Streptococcus anginosus		0.012		Strep

		184		AN		3116				118		Streptococcus anginosus		0.006		Strep

		185		AN		3117				162		Streptococcus anginosus		0.01		Strep

		186		DYS		3118				298		Streptococcus dysgalactiae		0.008		Strep

		187		DYS		3119				327		Streptococcus dysgalactiae		0.008		Strep

		188		DYS		3120				404		Streptococcus dysgalactiae		0.015		Strep

		189		DYS		3121				575		Streptococcus dysgalactiae		0.008		Strep

		190		DYS		3122				887		Streptococcus dysgalactiae		0.01		Strep

		191		MI		3123				466		Streptococcus mitis group		0.015		Strep

		192		MI		3124				554		Streptococcus mitis group		0.03		Strep

		193		MI		3127				503		Streptococcus mitis/oralis		0.03		Strep

		194		MI		3128				847974		Streptococcus mitis/oralis		0.5		Strep

		195		MI		3129				862011		Streptococcus mitis/oralis		2		Strep

		196		PY		3130				31		Streptococcus pyogenes		<=0.004		Strep

		197		PY		3131				121		Streptococcus pyogenes		0.03		Strep

		198		PY		3132				388		Streptococcus pyogenes		0.008		Strep

		199		PY		3133				537		Streptococcus pyogenes		0.015		Strep

		200		PY		3134				751		Streptococcus pyogenes		0.008		Strep

		201		PY		3135				824142		Streptococcus pyogenes		0.008		Strep

		202		PY		402						Streptococcus pyogenes				Strep

		203		PY		403						Streptococcus pyogenes				Strep

		204		PY		404						Streptococcus pyogenes				Strep

		205		PY		405						Streptococcus pyogenes				Strep





All RESULTS

		DLX Study #		Org code		Initial JMI DLX MIC		Read Date		DLX BMD		DLX MTS BD		DLX MTS BD Rounded		DFX MTS CHOC		DFX MTS CHOC Rounded		DFX MTS HDY		DFX MTS HDY Rounded		DFX MTS RML		DFX MTS RML Rounded		Colony Count		CFU/mL		Notes		Expected QC Range

		1		ECL		0.06		6/29/16		0.12		0.19		0.25

		2		ECL		0.06		6/29/16		0.06		0.094		0.125

		3		ECL		0.5		6/29/16		1		0.5		0.5														91		455000

		4		ECL		>8		6/29/16		>16		>32		>32

		5		ECL		1.26		6/29/16		2		1.5		2

		6		ECL		2		6/29/16		4		4		4						3		4		4		4

		7		ECL		6.35		6/29/16		8		16		16

		8		ECL		5.04		6/29/16		4		16		16														114		570000

		9		ECL		0.25		6/29/16		0.5		0.38		0.5

		10		ECL				6/29/16		16		>32		>32

		11		EC		4		6/29/16		2		>32		>32

		12		EC		5.04		6/29/16		8		12		16

		13		EC		6.35		6/29/16		8		12		16

		14		EC		0.03		6/29/16		0.03		0.094		0.125						0.047		0.06		0.094		0.12

		15		EC		0.06		6/29/16		0.06		0.125		0.125

		16		EC		0.05		6/29/16		0.06		0.125		0.125														83		415000

		17		EC		8		6/29/16		8		16		16						12		16		6		8

		18		EC		0.25		6/29/16		0.12		0.5		0.5						0.75		1		0.5		0.5

		19		EC		1		6/29/16		1		2		2						1.5		2		1		1

		20		EC		0.25		6/29/16		0.25		0.75		1

		21		EC		0.63		6/29/16		1		1		1

		22		EC		0.25		6/29/16		0.25		0.38		0.5														77		385000

		23		EC				6/29/16		>16		32		32

		24		EC				6/29/16		0.25		0.25		0.25

		25		EC				6/29/16		0.12		0.125		0.125

		26		EC				6/29/16		0.25		0.125		0.125

		27		EC				6/29/16		2		3		4														100		500000

		28		EC				6/29/16		0.03		0.064		0.06

		29		EC				6/29/16		0.03		0.094		0.125

		30		EC				6/29/16		0.03		0.094		0.125

		31		EC				6/29/16		1		2		2

		32		EC				6/29/16		>16		>32		>32														82		410000

		33		EC				6/29/16		16		>32		>32

		34		EC				6/29/16		0.12		0.19		0.25

		35		KO		0.12		6/29/16		0.25		0.25		0.25

		36		KO		0.038		6/29/16		0.12		0.094		0.125														111		555000

		37		KO		0.06		6/29/16		0.12		0.094		0.125

		38		KO		0.06		6/29/16		0.12		0.125		0.125

		39		KO		0.03		6/29/16		0.12		0.064		0.06														95		475000

		40		KO		0.25		6/29/16		0.25		0.19		0.25						0.064		0.06		0.25		0.25

		41		KO		0.5		6/29/16		0.5		0.75		1

		42		KO				6/29/16		0.25		0.25		0.25

		43		KO				6/29/16		0.25		0.19		0.25

		44		KO				6/29/16		0.06		0.094		0.125

		45		KP		4		6/29/16		8		>32		>32														86		430000

		46		KP		0.12		6/29/16		0.12		0.19		0.25

		47		KP		0.06		6/29/16		0.06		0.094		0.125

		48		KP		0.06		6/29/16		0.12		0.125		0.125

		49		KP		0.5		6/29/16		0.5		0.5		0.5														94		470000

		50		KP		2.52		6/29/16		2		2		2

		51		KP		1		6/29/16		1		1		1						1		1		1		1

		52		KP		2		6/29/16		2		2		2

		53		KP		2		6/29/16		4		3		4

		54		KP				6/29/16		8		6		8														107		535000

		55		PM		1		6/29/16		4		2		2						2		2		2		2

		56		PM		0.03		6/29/16		0.5		0.19		0.25

		57		PM		>8		6/29/16		>16		>32		>32

		58		PM		0.15		6/29/16		0.12		0.5		0.5

		59		PM		4		6/29/16		4		>32		>32														126		630000

		60		PA		0.25		6/29/16		0.25		0.25		0.25						0.25		0.25		0.25		0.25

		61		PA		4		6/29/16		4		4		4						6		8		4		4

		62		PA		0.25		6/29/16		0.5		0.5		0.5

		63		PA		4		6/29/16

		64		PA		1		6/29/16												1.5		2		1		1

		65		PA		0.794		6/29/16

		66		PA		1		6/29/16		1		1		1														119		595000

		67		PA		0.12		6/29/16		0.25		0.25		0.25						0.25		0.25		0.19		0.25

		68		PA		8		6/29/16		16		>32		>32

		69		PA		0.12		6/29/16		0.12		0.25		0.25

		70		PA				6/29/16		>16		>32		>32

		71		PA				6/29/16		8		16		16														83		415000

		72		PA				6/29/16		16		>32		>32

		73		PA				6/29/16		16		>32		>32

		74		PA				6/29/16		0.25		0.19		0.25

		75		PA				6/29/16		2		2		2

		76		PA				6/29/16		8		12		16														105		525000

		77		PA				6/29/16		16		>32		>32

		78		PA				6/29/16		4		6		8

		79		PA				6/29/16		16		>32		>32

		80		SM		1.59		6/29/16		2		1.5		2

		81		ES		0.06		6/23/16		0.06		0.06		0.06						0.064		0.06		0.064		0.06

		82		ES		0.06		6/23/16		0.06		0.047		0.06

		83		ES		1		6/23/16		2		1.5		2						2		2		2		2		96		4.80E+05

		84		ES		0.12		6/23/16		0.25		0.25		0.25

		85		ES		1		6/23/16		2		2		2

		86		ES		0.5		6/23/16		1		0.75		1														84		4.20E+05

		87		ES		0.12		6/23/16		0.25		0.25		0.25

		88		ES		1		6/23/16		2		2		2

		89		ES				6/23/16		0.25		0.19		0.25														74		3.70E+05

		90		ES				6/23/16		0.25		0.19		0.25

		91		ES				6/23/16		0.25		0.19		0.25						0.125		0.12		0.125		0.12

		92		ES				6/23/16		0.25		0.25		0.25

		93		ES				6/23/16		2		1.5		2														103		5.15E+05

		94		ES				6/23/16		2		1.5		2

		95		ES				6/23/16		2		3		4

		96		ES				6/23/16		0.5		0.19		0.25

		97		ES				6/23/16		0.12		0.06		0.06

		98		ES				6/23/16		2		3		4														110		5.50E+05

		99		ES				6/23/16		0.12		0.19		0.25

		100		ES				6/23/16		0.12		0.12		0.12

		101		SA		0.12		6/23/16		0.5		0.25		0.25						0.125		0.12		0.125		0.12						MRSA

		102		SA		0.12		6/23/16		0.25		0.19		0.25														86		4.30E+05		MRSA

		103		SA		0.12		6/23/16		1		1		1																		MRSA

		104		SA		0.12		6/23/16		1		1		1																		MRSA

		105		SA		0.12		6/23/16		0.5		0.25		0.25														90		4.50E+05		MRSA

		106		SA		0.015		6/23/16		0.03		0.03		0.03																		MSSA

		107		SA		0.004		6/23/16		<=0.004		0.004		0.004						0.004		0.004		0.003		0.004						MSSA

		108		SA		0.004		6/23/16		<=0.004		0.008		0.008																		MSSA

		109		SA		6.35		6/23/16		>4		>32		>32						6.00		8.00		4.00		4.00		84		4.20E+05		MRSA

		110		SA		0.315		6/23/16		1		0.75		1																		MRSA

		111		SA		0.002		6/23/16		<=0.004		0.004		0.004																		MSSA

		112		SA		4		6/23/16		>4		6		8																		MRSA

		113		SA		0.40		6/23/16		1		1		1						0.38		0.5		0.25		0.25		73		3.65E+05		MRSA

		114		SA		0.008		6/23/16		0.008		0.012		0.015																		MSSA

		115		SA		0.008		6/23/16		0.03		0.012		0.015																		MSSA

		116		SA		2.52		6/23/16		4		3		4														94		4.70E+05		MRSA

		117		SA		4		6/23/16		>4		>32		>32																		MRSA

		118		SA		0.12		6/23/16		4		0.25		0.25																		MSSA

		119		SA		0.5		6/23/16		1		1		1														101		5.05E+05		MSSA

		120		SA		1		6/23/16		2		2		2						2		2		0.75		1		91		4.55E+05		MSSA

		121		SA		1		6/23/16		1		1.5		2																		MSSA

		122		SA				6/23/16		0.12		0.19		0.25																		MRSA

		123		SA				6/23/16		2		1.5		2														84		4.20E+05		MRSA

		124		SA				6/23/16		0.06		0.12		0.12																		MRSA

		125		SA				6/23/16		0.06		0.06		0.06																		MRSA

		126		SA				6/23/16		0.06		0.06		0.06														76		3.80E+05		MRSA

		127		SA				6/23/16		0.5		0.75		1																		MRSA

		128		SA				6/23/16		1		0.75		1																		MRSA

		129		SA				6/23/16		0.12		0.094		0.12														104		5.20E+05		MRSA

		130		SA				6/23/16		1		1		1																		MRSA

		131		SA				6/23/16		0.5		1		1																		MRSA

		132		SA				6/23/16		1		1		1														121		6.05E+05		MRSA

		133		SA				6/23/16		0.25		0.25		0.25																		MRSA

		134		SA				6/23/16		1		0.75		1																		MRSA

		135		SA				6/23/16		<=0.004		0.008		0.008																		MRSA

		136		SA				6/23/16		0.008		0.008		0.008																		MRSA

		137		SA				6/23/16		0.008		0.008		0.008														91		4.55E+05		MRSA

		138		SA				6/23/16		0.008		0.012		0.015																		MRSA

		139		SA				6/23/16		0.015		0.015		0.015																		MRSA

		140		SA				6/23/16		0.015		0.015		0.015																		MRSA

		141		SA				6/23/16		0.03		0.047		0.06														113		5.65E+05		MSSA

		142		SA				6/23/16		0.5		0.75		1																		MSSA

		143		SA				6/23/16		1		0.75		1														84		4.20E+05		MSSA

		144		SA				6/23/16		0.03		0.047		0.06														100		5.00E+05		MSSA

		145		SA				6/23/16		0.5		0.5		0.5																		MSSA

		146		SE		0.004		6/23/16		0.008		0.006		0.008														84		4.20E+05

		147		SE		0.008		6/23/16		0.015		0.012		0.015

		148		SE		0.25		6/23/16		0.5		0.5		0.5														92		4.60E+05

		149		SE		1.26		6/23/16		2		3		4

		150		SE		1		6/23/16		4		4		4

		151		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										121		6.05E+05

		152		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		153		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		154		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		155		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002										93		4.65E+05

		156		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		157		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		158		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										97		4.85E+05

		159		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002

		160		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										89		4.45E+05

		161		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		162		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		163		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		164		HI				7/7/16		<=0.002		0.023		0.03		0.032		0.03										113		5.65E+05

		165		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		166		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										101		5.05E+05

		167		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		168		HP		0.008		7/7/16		0.008		0.012		0.015		0.012		0.015										91		4.55E+05

		169		HP		0.008		7/7/16		0.008		0.012		0.015		0.008		0.008

		170		HP		0.008		7/7/16		0.015		0.016		0.015		0.016		0.015										100		5.00E+05

		171		AG		0.008		6/24/16		0.015		0.008		0.008

		172		AG		0.008		6/24/16		0.008		0.012		0.015														113		5.65E+05

		173		AG		0.03		6/24/16		0.06		0.03		0.03						0.008		0.008		0.032		0.03

		174		AG		0.015		6/24/16		0.015		0.008		0.008

		175		AG		0.03		6/24/16		0.06		0.03		0.03

		176		AG		0.06		6/24/16		0.12		0.06		0.06														94		4.70E+05

		177		AG		0.5		6/24/16		2		0.25		0.25

		178		AG		0.5		6/24/16		0.5		0.25		0.25

		179		AG				6/24/16		0.03		0.015		0.015

		180		AG				6/24/16		0.03		0.015		0.015														87		4.35E+05

		181		AN		0.015		6/24/16		0.015		0.015		0.015

		182		AN		<=0.00012		6/24/16		<=0.002		0.006		0.008

		183		AN		0.012		6/24/16		0.015		0.015		0.015						0.012		0.015		0.032		0.03		108		5.40E+05

		184		AN		0.006		6/24/16		0.008		0.008		0.008

		185		AN		0.01		6/24/16		0.015		0.008		0.008

		186		DYS		0.008		6/24/16		0.008		0.008		0.008														90		4.50E+05

		187		DYS		0.008		6/24/16		0.008		0.008		0.008						0.003		0.004		0.008		0.008

		188		DYS		0.015		6/24/16		0.015		0.015		0.015														68		3.40E+05

		189		DYS		0.008		6/24/16		0.015		0.015		0.015

		190		DYS		0.01		6/24/16		0.01		0.015		0.02

		191		MI		0.015		6/24/16		0.03		0.015		0.015														99		4.95E+05

		192		MI		0.03		6/24/16		0.03		0.03		0.03

		193		MI		0.03		6/24/16		0.06		0.03		0.03

		194		MI		0.5		6/24/16		0.5		0.38		0.5														112		5.60E+05

		195		MI		2		6/24/16		>2		1.5		2						1		1		2		2

		196		PY		<=0.004		6/24/16		0.004		0.006		0.008														96		4.80E+05

		197		PY		0.03		6/24/16		0.03		0.03		0.03						0.016		0.015		0.047		0.06

		198		PY		0.008		6/24/16		0.008		0.008		0.008

		199		PY		0.015		6/24/16		0.015		0.008		0.008														98		4.90E+05

		200		PY		0.008		6/24/16		0.015		0.015		0.015

		201		PY		0.008		6/24/16		0.015		0.015		0.015

		202		PY				6/24/16		0.015		0.015		0.015

		203		PY				6/24/16		0.03		0.03		0.03														117		5.85E+05

		204		PY				6/24/16		0.008		0.008		0.008

		205		PY				6/24/16		0.03		0.03		0.03

		EFQC		ES				6/23/16		0.12		0.06		0.06						0.094		0.12		0.125		0.12		113		5.65E+05				0.015-0.12

		SA29QC		SA				6/23/16		0.008		0.008		0.008						0.003		0.004		0.25		0.25		106		5.30E+05				0.001-0.008

		SPQC		SP				6/24/16		0.008		0.012		0.015						0.006		0.008		0.012		0.015		73		3.65E+05				0.004-0.015

		EC25QC		EC				6/29/16		<=0.015		0.047		0.06						0.032		0.03		0.032		0.03		122		6.10E+05				0.008-0.03

		PAQC		PA				6/29/16		0.25		0.19		0.25						0.25		0.25		0.25		0.25		96		4.80E+05				0.12-0.5

		HFQC		HI				7/7/16		<=0.002		<=0.002				<=0.002												96		4.80E+05				0.00025-0.001



		REPEAT

		Replicate testing of QC EC25QC and (SA29QC on RML Only) to be performed

		Look at pictures - ellipse very narrow at high concentration?





All RESULTS WITH RPT RESULTS

		DLX Study #		Org code		Initial JMI DLX MIC		Read Date		DLX BMD		DLX MTS BD		DLX MTS BD Rounded		DFX MTS CHOC		DFX MTS CHOC Rounded		DFX MTS HDY		DFX MTS HDY Rounded		DFX MTS RML		DFX MTS RML Rounded		Colony Count		CFU/mL		Notes		Expected QC Range

		1		ECL		0.06		6/29/16		0.12		0.19		0.25

		2		ECL		0.06		6/29/16		0.06		0.094		0.125

		3		ECL		0.5		6/29/16		1		0.5		0.5														91		455000

		4		ECL		>8		6/29/16		>16		>32		>32

		5		ECL		1.26		6/29/16		2		1.5		2

		6		ECL		2		6/29/16		4		4		4						3		4		4		4

		7		ECL		6.35		6/29/16		8		16		16

		8		ECL		5.04		6/29/16		4		16		16														114		570000

		9		ECL		0.25		6/29/16		0.5		0.38		0.5

		10		ECL				6/29/16		16		>32		>32

		11		EC		4		6/29/16		8		>32		>32

		12		EC		5.04		6/29/16		8		12		16

		13		EC		6.35		6/29/16		8		12		16

		14		EC		0.03		6/29/16		0.06		0.094		0.125						0.047		0.06		0.094		0.12

		15		EC		0.06		6/29/16		0.06		0.125		0.125

		16		EC		0.05		6/29/16		0.06		0.125		0.125														83		415000

		17		EC		8		6/29/16		8		16		16						12		16		6		8

		18		EC		0.25		6/29/16		0.125		0.5		0.5						0.75		1		0.5		0.5

		19		EC		1		6/29/16		1		2		2						1.5		2		1		1

		20		EC		0.25		6/29/16		1		0.75		1

		21		EC		0.63		6/29/16		1		1		1

		22		EC		0.25		6/29/16		0.25		0.38		0.5														77		385000

		23		EC				6/29/16		>16		32		32

		24		EC				6/29/16		0.25		0.25		0.25

		25		EC				6/29/16		0.12		0.125		0.125

		26		EC				6/29/16		0.25		0.125		0.125

		27		EC				6/29/16		2		3		4														100		500000

		28		EC				6/29/16		0.03		0.064		0.06

		29		EC				6/29/16		0.12		0.125		0.125

		30		EC				6/29/16		0.12		0.064		0.06

		31		EC				6/29/16		1		2		2

		32		EC				6/29/16		>16		>32		>32														82		410000

		33		EC				6/29/16		16		>32		>32

		34		EC				6/29/16		0.12		0.19		0.25

		35		KO		0.12		6/29/16		0.25		0.25		0.25

		36		KO		0.038		6/29/16		0.12		0.094		0.125														111		555000

		37		KO		0.06		6/29/16		0.12		0.094		0.125

		38		KO		0.06		6/29/16		0.12		0.125		0.125

		39		KO		0.03		6/29/16		0.12		0.064		0.06														95		475000

		40		KO		0.25		6/29/16		0.25		0.19		0.25						0.064		0.06		0.25		0.25

		41		KO		0.5		6/29/16		0.5		0.75		1

		42		KO				6/29/16		0.25		0.25		0.25

		43		KO				6/29/16		0.25		0.19		0.25

		44		KO				6/29/16		0.06		0.094		0.125

		45		KP		4		6/29/16		8		24		32														86		430000

		46		KP		0.12		6/29/16		0.12		0.19		0.25

		47		KP		0.06		6/29/16		0.06		0.094		0.125

		48		KP		0.06		6/29/16		0.12		0.125		0.125

		49		KP		0.5		6/29/16		0.5		0.5		0.5														94		470000

		50		KP		2.52		6/29/16		2		2		2

		51		KP		1		6/29/16		1		1		1						1		1		1		1

		52		KP		2		6/29/16		2		2		2

		53		KP		2		6/29/16		4		3		4

		54		KP				6/29/16		8		6		8														107		535000

		55		PM		1		6/29/16		4		2		2						2		2		2		2

		56		PM		0.03		6/29/16		0.5		0.19		0.25

		57		PM		>8		6/29/16		>16		>32		>32

		58		PM		0.15		6/29/16		0.5		0.38		0.5

		59		PM		4		6/29/16		4		>32		>32														126		630000

		60		PA		0.25		6/29/16		0.25		0.25		0.25						0.25		0.25		0.25		0.25

		61		PA		4		6/29/16		4		4		4						6		8		4		4

		62		PA		0.25		6/29/16		0.5		0.5		0.5

		63		PA		4		6/29/16		4		6		8

		64		PA		1		6/29/16		1		1		1						1.5		2		1		1

		65		PA		0.794		6/29/16		1		1		1

		66		PA		1		6/29/16		1		1		1														119		595000

		67		PA		0.12		6/29/16		0.25		0.25		0.25						0.25		0.25		0.19		0.25

		68		PA		8		6/29/16		16		>32		>32

		69		PA		0.12		6/29/16		0.12		0.25		0.25

		70		PA				6/29/16		>16		>32		>32

		71		PA				6/29/16		8		16		16														83		415000

		72		PA				6/29/16		16		>32		>32

		73		PA				6/29/16		16		>32		>32

		74		PA				6/29/16		0.25		0.19		0.25

		75		PA				6/29/16		2		2		2

		76		PA				6/29/16		8		12		16														105		525000

		77		PA				6/29/16		16		>32		>32

		78		PA				6/29/16		4		6		8

		79		PA				6/29/16		16		>32		>32

		80		SM		1.59		6/29/16		2		1.5		2

		81		ES		0.06		6/23/16		0.06		0.06		0.06						0.064		0.06		0.064		0.06

		82		ES		0.06		6/23/16		0.06		0.047		0.06

		83		ES		1		6/23/16		2		1.5		2						2		2		2		2		96		4.80E+05

		84		ES		0.12		6/23/16		0.25		0.25		0.25

		85		ES		1		6/23/16		2		2		2

		86		ES		0.5		6/23/16		1		0.75		1														84		4.20E+05

		87		ES		0.12		6/23/16		0.25		0.25		0.25

		88		ES		1		6/23/16		2		2		2

		89		ES				6/23/16		0.25		0.19		0.25														74		3.70E+05

		90		ES				6/23/16		0.25		0.19		0.25

		91		ES				6/23/16		0.25		0.19		0.25						0.125		0.12		0.125		0.12

		92		ES				6/23/16		0.25		0.25		0.25

		93		ES				6/23/16		2		1.5		2														103		5.15E+05

		94		ES				6/23/16		2		1.5		2

		95		ES				6/23/16		2		3		4

		96		ES				6/23/16		0.5		0.19		0.25

		97		ES				6/23/16		0.12		0.06		0.06

		98		ES				6/23/16		2		3		4														110		5.50E+05

		99		ES				6/23/16		0.12		0.19		0.25

		100		ES				6/23/16		0.12		0.12		0.12

		101		SA		0.12		6/23/16		0.5		0.25		0.25						0.125		0.12		0.125		0.12						MRSA

		102		SA		0.12		6/23/16		0.25		0.19		0.25														86		4.30E+05		MRSA

		103		SA		0.12		6/23/16		1		1		1																		MRSA

		104		SA		0.12		6/23/16		1		1		1																		MRSA

		105		SA		0.12		6/23/16		0.5		0.25		0.25														90		4.50E+05		MRSA

		106		SA		0.015		6/23/16		0.03		0.03		0.03																		MSSA

		107		SA		0.004		6/23/16		<=0.004		0.004		0.004						0.004		0.004		0.003		0.004						MSSA

		108		SA		0.004		6/23/16		<=0.004		0.008		0.008																		MSSA

		109		SA		6.35		6/23/16		>4		>32		>32						6.00		8.00		4.00		4.00		84		4.20E+05		MRSA

		110		SA		0.315		6/23/16		1		0.75		1																		MRSA

		111		SA		0.002		6/23/16		<=0.004		0.004		0.004																		MSSA

		112		SA		4		6/23/16		>4		6		8																		MRSA

		113		SA		0.40		6/23/16		1		1		1						0.38		0.5		0.25		0.25		73		3.65E+05		MRSA

		114		SA		0.008		6/23/16		0.008		0.012		0.015																		MSSA

		115		SA		0.008		6/23/16		0.03		0.012		0.015																		MSSA

		116		SA		2.52		6/23/16		4		3		4														94		4.70E+05		MRSA

		117		SA		4		6/23/16		>4		>32		>32																		MRSA

		118		SA		0.12		6/23/16		0.25		0.38		0.5																		MSSA

		119		SA		0.5		6/23/16		1		1		1														101		5.05E+05		MSSA

		120		SA		1		6/23/16		2		2		2						2		2		0.75		1		91		4.55E+05		MSSA

		121		SA		1		6/23/16		1		1.5		2																		MSSA

		122		SA				6/23/16		0.12		0.19		0.25																		MRSA

		123		SA				6/23/16		2		1.5		2														84		4.20E+05		MRSA

		124		SA				6/23/16		0.06		0.12		0.12																		MRSA

		125		SA				6/23/16		0.06		0.06		0.06																		MRSA

		126		SA				6/23/16		0.06		0.06		0.06														76		3.80E+05		MRSA

		127		SA				6/23/16		0.5		0.75		1																		MRSA

		128		SA				6/23/16		1		0.75		1																		MRSA

		129		SA				6/23/16		0.12		0.094		0.12														104		5.20E+05		MRSA

		130		SA				6/23/16		1		1		1																		MRSA

		131		SA				6/23/16		0.5		1		1																		MRSA

		132		SA				6/23/16		1		1		1														121		6.05E+05		MRSA

		133		SA				6/23/16		0.25		0.25		0.25																		MRSA

		134		SA				6/23/16		1		0.75		1																		MRSA

		135		SA				6/23/16		<=0.004		0.008		0.008																		MRSA

		136		SA				6/23/16		0.008		0.008		0.008																		MRSA

		137		SA				6/23/16		0.008		0.008		0.008														91		4.55E+05		MRSA

		138		SA				6/23/16		0.008		0.012		0.015																		MRSA

		139		SA				6/23/16		0.015		0.015		0.015																		MRSA

		140		SA				6/23/16		0.015		0.015		0.015																		MRSA

		141		SA				6/23/16		0.03		0.047		0.06														113		5.65E+05		MSSA

		142		SA				6/23/16		0.5		0.75		1																		MSSA

		143		SA				6/23/16		1		0.75		1														84		4.20E+05		MSSA

		144		SA				6/23/16		0.03		0.047		0.06														100		5.00E+05		MSSA

		145		SA				6/23/16		0.5		0.5		0.5																		MSSA

		146		SE		0.004		6/23/16		0.008		0.006		0.008														84		4.20E+05

		147		SE		0.008		6/23/16		0.015		0.012		0.015

		148		SE		0.25		6/23/16		0.5		0.5		0.5														92		4.60E+05

		149		SE		1.26		6/23/16		2		3		4

		150		SE		1		6/23/16		4		4		4

		151		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										121		6.05E+05

		152		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		153		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		154		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		155		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002										93		4.65E+05

		156		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		157		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		158		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										97		4.85E+05

		159		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002

		160		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										89		4.45E+05

		161		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		162		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		163		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		164		HI				7/7/16		NG		0.064		0.06		0.064		0.06										113		5.65E+05

		165		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		166		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										101		5.05E+05

		167		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		168		HP		0.008		7/7/16		0.008		0.012		0.015		0.012		0.015										91		4.55E+05

		169		HP		0.008		7/7/16		0.008		0.012		0.015		0.008		0.008

		170		HP		0.008		7/7/16		0.015		0.016		0.015		0.016		0.015										100		5.00E+05

		171		AG		0.008		6/24/16		0.015		0.008		0.008

		172		AG		0.008		6/24/16		0.008		0.012		0.015														113		5.65E+05

		173		AG		0.03		6/24/16		0.06		0.03		0.03						0.008		0.008		0.032		0.03

		174		AG		0.015		6/24/16		0.015		0.008		0.008

		175		AG		0.03		6/24/16		0.06		0.03		0.03

		176		AG		0.06		6/24/16		0.12		0.06		0.06														94		4.70E+05

		177		AG		0.5		6/24/16		1		0.5		0.5

		178		AG		0.5		6/24/16		0.5		0.25		0.25

		179		AG				6/24/16		0.03		0.015		0.015

		180		AG				6/24/16		0.03		0.015		0.015														87		4.35E+05

		181		AN		0.015		6/24/16		0.015		0.015		0.015

		182		AN		<=0.00012		6/24/16		<=0.002		0.006		0.008

		183		AN		0.012		6/24/16		0.015		0.015		0.015						0.012		0.015		0.032		0.03		108		5.40E+05

		184		AN		0.006		6/24/16		0.008		0.008		0.008

		185		AN		0.01		6/24/16		0.015		0.008		0.008

		186		DYS		0.008		6/24/16		0.008		0.008		0.008														90		4.50E+05

		187		DYS		0.008		6/24/16		0.008		0.008		0.008						0.003		0.004		0.008		0.008

		188		DYS		0.015		6/24/16		0.015		0.015		0.015														68		3.40E+05

		189		DYS		0.008		6/24/16		0.015		0.015		0.015

		190		DYS		0.01		6/24/16		0.01		0.015		0.02

		191		MI		0.015		6/24/16		0.03		0.015		0.015														99		4.95E+05

		192		MI		0.03		6/24/16		0.03		0.03		0.03

		193		MI		0.03		6/24/16		0.06		0.03		0.03

		194		MI		0.5		6/24/16		0.5		0.38		0.5														112		5.60E+05

		195		MI		2		6/24/16		>2		1.5		2						1		1		2		2

		196		PY		<=0.004		6/24/16		0.004		0.006		0.008														96		4.80E+05

		197		PY		0.03		6/24/16		0.03		0.03		0.03						0.016		0.015		0.047		0.06

		198		PY		0.008		6/24/16		0.008		0.008		0.008

		199		PY		0.015		6/24/16		0.015		0.008		0.008														98		4.90E+05

		200		PY		0.008		6/24/16		0.015		0.015		0.015

		201		PY		0.008		6/24/16		0.015		0.015		0.015

		202		PY				6/24/16		0.015		0.015		0.015

		203		PY				6/24/16		0.03		0.03		0.03														117		5.85E+05

		204		PY				6/24/16		0.008		0.008		0.008

		205		PY				6/24/16		0.03		0.03		0.03

		EFQC		ES				6/23/16		0.12		0.06		0.06						0.094		0.12		0.125		0.12		113		5.65E+05				0.015-0.12

		SA29QC		SA				6/23/16		0.008		0.008		0.008						0.003		0.004		0.004		0.004		106		5.30E+05				0.001-0.008

		SPQC		SP				6/24/16		0.008		0.012		0.015						0.006		0.008		0.012		0.015		73		3.65E+05				0.004-0.015

		EC25QC		EC				6/29/16		0.03		0.032		0.03						0.032		0.03		0.032		0.03		122		6.10E+05		results are x4		0.008-0.03

		PAQC		PA				6/29/16		0.25		0.19		0.25						0.25		0.25		0.25		0.25		96		4.80E+05				0.12-0.5

		HFQC		HI				7/7/16		<=0.002		<=0.002				<=0.002												96		4.80E+05				0.00025-0.001
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MHA Comparison

		DLX MTS Study #		Species		BMD		MTS on BD MHA		MTS on Hardy MHA		MTS on Remel MHA		Dilution Difference compared to BD

														Hardy-BD		Remel-BD

		6		ECL		4		4		4		4		0		0

		14		EC		0.06		0.12		0.06		0.12		-1		0

		17		EC		8		16		16		8		0		-1

		18		EC		0.125		0.5		1		0.5		1		0

		19		EC		1		2		2		1		0		-1

		40		KO		0.25		0.25		0.06		0.25		-2		0

		51		KP		1		1		1		1		0		0

		55		PM		4		2		2		2		0		0

		60		PA		0.25		0.25		0.25		0.25		0		0

		61		PA		4		4		8		4		1		0

		64		PA		1		1		2		1		1		0

		67		PA		0.25		0.25		0.25		0.25		0		0

		81		ES		0.06		0.06		0.06		0.06		0		0

		83		ES		2		2		2		2		0		0

		91		ES		0.25		0.25		0.12		0.12		-1		-1

		101		MRSA		0.5		0.25		0.12		0.12		-1		-1

		107		MSSA		<=0.004		0.004		0.004		0.004		0		0

		109		MRSA		>4		64.00		8.00		4.00		>-2		>-3

		113		MRSA		1		1		0.5		0.25		-1		-2

		120		MSSA		2		2		2		1		0		-1

		173		AG		0.06		0.03		0.008		0.03		-2		0

		183		AN		0.015		0.015		0.015		0.03		0		1

		187		DYS		0.008		0.008		0.004		0.008		-1		0

		195		MI		>2		2		1		2		-1		0

		197		PY		0.03		0.03		0.015		0.06		-1		1

		>32



Enterobacteriaciae & P. aeruginosa



MTS on BD MHA	4	0.12	16	0.5	2	0.25	1	2	0.25	4	1	0.25	MTS on Hardy MHA	4	0.06	16	1	2	0.06	1	2	0.25	8	2	0.25	MTS on Remel MHA	4	0.12	8	0.5	1	0.25	1	2	0.25	4	1	0.25	







S. aureus and E. faecallis



MTS on BD MHA	0.25	4.0000000000000001E-3	64	1	2	MTS on Hardy MHA	0.12	4.0000000000000001E-3	8	0.5	2	MTS on Remel MHA	0.12	4.0000000000000001E-3	4	0.25	1	









Quality Control

		QC Strain		DLX BMD		DLX MTS                        BD MHA		DFX MTS                    Hardy MHA		DFX MTS               Remel MHA		Colony Count		CFU/mL		CLSI Expected QC Range

		E. coli ATCC 29212		0.12		0.06		0.094		0.125		113		5.65E+05		0.015-0.12

		S. aureus ATCC 29213		0.008		0.008		0.003		0.004		106		5.30E+05		0.001-0.008

		S. pneumoniae 49619		0.008		0.012		0.06		0.012		73		3.65E+05		0.004-0.015

		E. coli ATCC 25922*		0.03		0.032		0.032		0.032		122		6.10E+05		0.008-0.03

		P. aeruginosa ATCC 27853		0.25		0.19		0.25		0.25		96		4.80E+05		0.12-0.5

		H. influenzae ATCC 49619		<=0.002		<=0.002		NT		NT		96		4.80E+05		0.00025-0.001

		*Tested 4 times (all MIC results = 0.03 µg/mL)

		NT - Not Tested

		QC Strain		DLX BMD		DLX MTS                        BD MHA		DFX MTS                    Hardy MHA		DFX MTS               Remel MHA		Colony Count		CFU/mL		CLSI Expected QC Range

		E. coli ATCC 29212		0.12		0.06		0.125		0.125		113		5.65E+05		0.015-0.12

		S. aureus ATCC 29213		0.008		0.008		0.004		0.004		106		5.30E+05		0.001-0.008

		S. pneumoniae 49619		0.008		0.015		0.06		0.015		73		3.65E+05		0.004-0.015

		E. coli ATCC 25922*		0.03		0.03		0.03		0.03		122		6.10E+05		0.008-0.03

		P. aeruginosa ATCC 27853		0.25		0.25		0.25		0.25		96		4.80E+05		0.12-0.5

		H. influenzae ATCC 49619		≤0.002		≤0.002		NT		NT		96		4.80E+05		0.00025-0.001

		*Tested 4 times (all MIC results = 0.03 µg/mL)

		NT - Not Tested





Dilution Difference Table

														BMD>		BMD>, both R		MTS>, both R		Both<		BMD<, both S

		Organism Group		-2		-1		0		1		2												Total		EA

		Enterobacteriaceae				5		23		18		5				5		4						60		92%

		P. aeruginosa						9		5						1		5						20		100%

		Staphylococci				3		28		12						3						4		50		100%

		Streptococci				13		17		3				1*								1		35		100%

		E. faecalis				2		15		3														20		100%

		Haemophilus spp.						1		2										16				20**		100%

		EA - percent within +/- one dilution (considering off-scale as EA)

		*S. mitis BMD = >2, MTS = 2

		**3 H. parainfluenzae MTS MIC  = 0.16 and BMD MIC = 0.008 and 0.16; The remaining strains were H. influenzae, all MICs (BMD and MTS) were ≤ 0.002 with exception of 1 strain that did not grow in BMD panel and MTS MIC was 0.06 µg/mL.



		verified by repeat testing, strains included:

		#8, E. cloacae (JMI #866609)

		#14, E. coli (JMI #376)

		#18, E. coli (JMI #756)

		#29, E. coli (LSI #720, TEM WT)

		#30, E. coli (LSI #721, TEM WT, CTX-M, Grp.9





Dilution Dif Table for Microbe

		Organism Group		-2		-1		0		1		2		BMD>, both R		MTS>, both R		BMD<, both S		Total		EA



		Staphylococci spp.				3		28		12				3				4		50		100%

		Enterobacteriaceae				5		23		18		5		5		4				60		92%

		P. aeruginosa						9		5				1		5				20		100%

		EA - percent within +/- one dilution (considering off-scale as EA)



		verified by repeat testing, strains included:

		#8, E. cloacae (JMI #866609)

		#14, E. coli (JMI #376)

		#18, E. coli (JMI #756)

		#29, E. coli (LSI #720, TEM WT)

		#30, E. coli (LSI #721, TEM WT, CTX-M, Grp.9





Scatterplots

		Enterobacteriaceae

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06		1				2

		0.125				6		6		1

		0.25						3		5		1																				number		%

		0.5						1		1		3		1																Category agreement		55		91.7%

		1										1		3																Minor error		5		8.3%

		2												2		4		1												Major error		0		0.0%

		4														1		2												Very major error		0		0.0%

		8																		1										total n		60

		16																1		4

		32																		1				1

		>32																1		1		2		3

		Category agreement				91.7%		Minor error				8.3%		Major error				0.0%		VM error				0.0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		Staphylococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004		2

		0.008		2		3

		0.015				2		3		1

		0.03								1

		0.06								2		2

		0.125										1		1

		0.25												1		2		2

		0.5														1		2

		1																3		10												number		%

		2																		1		2								Category agreement		46		92.0%

		4																				1		2						Minor error		4		8.0%

		8																								1				Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		50

		>32																								2

		Category agreement				92.0%		Minor error				8.0%		Major error				0.0%		VM error				0.0%



		Streptococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.002		0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		>2

		≤0.002

		0.004

		0.008		1		1		5		4

		0.015						2		7		3

		0.03										4		3

		0.06														1

		0.125

		0.25																1

		0.5																1		1

		1																														number		%

		2																								1				Category agreement		34		97.1%

		4																												Minor error		NA		NA

		8																												Major error		1		2.9%

		16																												Very major error		0		0.0%

		32																												total n		35

		>32

		Category agreement				97.1%								Major error				2.9%		VM error				0.0%



		Enterococcus faecalis

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004

		0.008

		0.015

		0.03

		0.06										2		1

		0.125												1

		0.25												1		6		1

		0.5

		1																		1												number		%

		2																				5								Category agreement		20		100.0%

		4																				2								Minor error		0		0.0%

		8																												Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		20

		>32

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%





Scatterplots for poster

		Enterobacteriaceae

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06		1				2

		0.125				6		6		1

		0.25						3		5		1																				number		%

		0.5						1		1		3		1																Category agreement		55		91.7%

		1										1		3																Minor error		5		8.3%

		2												2		4		1												Major error		0		0.0%

		4														1		2												Very major error		0		0.0%

		8																		1										total n		60

		16																1		4

		32																		1				1

		>32																1		1		2		3

		Cat. agreement				91.7%		Minor error				8.3%		Major error				0.0%		VM error				0.0%



		P. aeruginosa - prior BPs

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		Staphylococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004		2

		0.008		2		3

		0.015				2		3		1

		0.03								1

		0.06								2		2

		0.125										1		1

		0.25												1		2		2

		0.5														1		2

		1																3		10												number		%

		2																		1		2								Category agreement		46		92.0%

		4																				1		2						Minor error		4		8.0%

		8																								1				Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		50

		>32																								2

		Cat. agreement				92.0%		Minor error				8.0%		Major error				0.0%		VM error				0.0%



		Streptococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.002		0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		>2

		≤0.002

		0.004

		0.008		1		1		5		4

		0.015						2		7		3

		0.03										4		3																		number		%

		0.06														1														Category agreement		34		97.1%

		0.125																												Minor error		NA		NA

		0.25																1												Major error		1		2.9%

		0.5																1		1										Very major error		0		0.0%

		1																												total n		35

		2																								1

		4

		Cat. agreement						97.1%						Major error				2.9%		VM error				0.0%



		Enterococcus faecalis

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004

		0.008

		0.015

		0.03

		0.06										2		1

		0.125												1																		number		%

		0.25												1		6		1												Category agreement		20		100.0%

		0.5																												Minor error		0		0.0%

		1																		1										Major error		0		0.0%

		2																				5								Very major error		0		0.0%

		4																				2								total n		20

		8

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



























































































































































































































































































































Data for Report Appendix

		DLX MTS Study #		Org code		LSI #		JMI #		Organism		DLX JMI Mean MIC		Read Date		DLX BMD		DLX MTS BD MHA		DFX MTS HDY MHA		DFX MTS RML MHA		Colony Count		CFU/mL

		1		ECL		3000		324		Enterobacter cloacae		0.06		6/29/16		0.125		0.25

		2		ECL		3001		329		Enterobacter cloacae		0.06		6/29/16		0.06		0.125

		3		ECL		3002		565		Enterobacter cloacae		0.5		6/29/16		1		0.5						91		455000

		4		ECL		3003		765		Enterobacter cloacae		>8		6/29/16		>16		>32

		5		ECL		3004		813017		Enterobacter cloacae		1.26		6/29/16		2		2

		6		ECL		3005		814056		Enterobacter cloacae		2		6/29/16		4		4		4		4

		7		ECL		3006		814666		Enterobacter cloacae		6.35		6/29/16		8		16

		8		ECL		3007		866609		Enterobacter cloacae		5.04		6/29/16		4		16						114		570000

		9		ECL		3008		871443		Enterobacter cloacae		0.25		6/29/16		0.5		0.5

		10		ECL		907				Enterobacter cloacae				6/29/16		16		>32

		11		EC		3017		284		Escherichia coli		4		6/29/16		8		>32

		12		EC		3018		348		Escherichia coli		5.040		6/29/16		8		16

		13		EC		3019		349		Escherichia coli		6.350		6/29/16		8		16

		14		EC		3020		376		Escherichia coli		0.03		6/29/16		0.06		0.125		0.06		0.12

		15		EC		3021		542		Escherichia coli		0.06		6/29/16		0.06		0.125

		16		EC		3022		591		Escherichia coli		0.05		6/29/16		0.06		0.125						83		415000

		17		EC		3023		611		Escherichia coli		8		6/29/16		8		16		16		8

		18		EC		3024		756		Escherichia coli		0.25		6/29/16		0.125		0.5		1		0.5

		19		EC		3025		823		Escherichia coli		1		6/29/16		1		2		2		1

		20		EC		3026		814416		Escherichia coli		0.25		6/29/16		1		1

		21		EC		3027		816821		Escherichia coli		0.63		6/29/16		1		1

		22		EC		3028		818860		Escherichia coli		0.25		6/29/16		0.25		0.5						77		385000

		23		EC		914				Escherichia coli				6/29/16		>16		32

		24		EC		915				Escherichia coli				6/29/16		0.25		0.25

		25		EC		916				Escherichia coli				6/29/16		0.125		0.125

		26		EC		917				Escherichia coli				6/29/16		0.25		0.125

		27		EC		918				Escherichia coli				6/29/16		2		4						100		500000

		28		EC		919				Escherichia coli				6/29/16		0.03		0.06

		29		EC		920				Escherichia coli				6/29/16		0.12		0.125

		30		EC		921				Escherichia coli				6/29/16		0.12		0.06

		31		EC		922				Escherichia coli				6/29/16		1		2

		32		EC		923				Escherichia coli				6/29/16		>16		>32						82		410000

		33		EC		924				Escherichia coli				6/29/16		16		>32

		34		EC		2990				Escherichia coli				6/29/16		0.125		0.25

		35		KO		3032		259		Klebsiella oxytoca		0.12		6/29/16		0.25		0.25

		36		KO		3033		319		Klebsiella oxytoca		0.038		6/29/16		0.125		0.125						111		555000

		37		KO		3034		446		Klebsiella oxytoca		0.06		6/29/16		0.125		0.125

		38		KO		3035		759		Klebsiella oxytoca		0.06		6/29/16		0.125		0.125

		39		KO		3036		893		Klebsiella oxytoca		0.03		6/29/16		0.125		0.06						95		475000

		40		KO		3037		851014		Klebsiella oxytoca		0.25		6/29/16		0.25		0.25		0.06		0.25

		41		KO		3038		861864		Klebsiella oxytoca		0.5		6/29/16		0.5		1

		42		KO		2853				Klebsiella oxytoca				6/29/16		0.25		0.25

		43		KO		2854				Klebsiella oxytoca				6/29/16		0.25		0.25

		44		KO		2898				Klebsiella oxytoca				6/29/16		0.06		0.125

		45		KP		3039		496		Klebsiella pneumoniae		4		6/29/16		8		32						86		430000

		46		KP		3040		582		Klebsiella pneumoniae		0.12		6/29/16		0.125		0.25

		47		KP		3041		798		Klebsiella pneumoniae		0.06		6/29/16		0.06		0.125

		48		KP		3042		946		Klebsiella pneumoniae		0.06		6/29/16		0.125		0.125

		49		KP		3043		947		Klebsiella pneumoniae		0.5		6/29/16		0.5		0.5						94		470000

		50		KP		3044		813992		Klebsiella pneumoniae		2.52		6/29/16		2		2

		51		KP		3045		814529		Klebsiella pneumoniae		1		6/29/16		1		1		1		1

		52		KP		3046		824830		Klebsiella pneumoniae		2		6/29/16		2		2

		53		KP		3047		828761		Klebsiella pneumoniae		2		6/29/16		4		4

		54		KP		925				Klebsiella pneumoniae				6/29/16		8		8						107		535000

		55		PM		3048		133		Proteus mirabilis		1		6/29/16		4		2		2		2

		56		PM		3052		660		Proteus mirabilis		0.03		6/29/16		0.5		0.25

		57		PM		3054		771		Proteus mirabilis		>8		6/29/16		>16		>32

		58		PM		3055		840		Proteus mirabilis		0.15		6/29/16		0.500		0.5

		59		PM		3060		854131		Proteus mirabilis		4		6/29/16		4		>32						126		630000

		60		PA		3061		4		Pseudomonas aeruginosa		0.25		6/29/16		0.25		0.25		0.25		0.25

		61		PA		3062		123		Pseudomonas aeruginosa		4		6/29/16		4		4		8		4

		62		PA		3063		125		Pseudomonas aeruginosa		0.25		6/29/16		0.5		0.5

		63		PA		3064		140		Pseudomonas aeruginosa		4		6/29/16		4		8

		64		PA		3065		313		Pseudomonas aeruginosa		1		6/29/16		1		1		2		1

		65		PA		3066		454		Pseudomonas aeruginosa		0.794		6/29/16		1.000		1.000

		66		PA		3067		463		Pseudomonas aeruginosa		1		6/29/16		1		1						119		595000

		67		PA		3068		586		Pseudomonas aeruginosa		0.12		6/29/16		0.25		0.25		0.25		0.25

		68		PA		3069		762		Pseudomonas aeruginosa		8		6/29/16		16		>32

		69		PA		3070		895		Pseudomonas aeruginosa		0.12		6/29/16		0.125		0.25

		70		PA		781				Pseudomonas aeruginosa				6/29/16		>16		>32

		71		PA		782				Pseudomonas aeruginosa				6/29/16		8		16						83		415000

		72		PA		785				Pseudomonas aeruginosa				6/29/16		16		>32

		73		PA		788				Pseudomonas aeruginosa				6/29/16		16		>32

		74		PA		789				Pseudomonas aeruginosa				6/29/16		0.25		0.25

		75		PA		790				Pseudomonas aeruginosa				6/29/16		2		2

		76		PA		792				Pseudomonas aeruginosa				6/29/16		8		16						105		525000

		77		PA		794				Pseudomonas aeruginosa				6/29/16		16		>32

		78		PA		795				Pseudomonas aeruginosa				6/29/16		4		8

		79		PA		797				Pseudomonas aeruginosa				6/29/16		16		>32

		80		SM		3071		830792		Serratia marcescens		1.59		6/29/16		2		2

		81		ES		3009		113		Enterococcus faecalis		0.06		6/23/16		0.06		0.06		0.06		0.06

		82		ES		3010		456		Enterococcus faecalis		0.06		6/23/16		0.06		0.06

		83		ES		3011		472		Enterococcus faecalis		1		6/23/16		2		2		2		2		96		4.80E+05

		84		ES		3012		590		Enterococcus faecalis		0.12		6/23/16		0.25		0.25

		85		ES		3013		785		Enterococcus faecalis		1		6/23/16		2		2

		86		ES		3014		814188		Enterococcus faecalis		0.5		6/23/16		1		1						84		4.20E+05

		87		ES		3015		831301		Enterococcus faecalis		0.12		6/23/16		0.25		0.25

		88		ES		3016		872904		Enterococcus faecalis		1		6/23/16		2		2

		89		ES		D3214				Enterococcus faecalis				6/23/16		0.25		0.25						74		3.70E+05

		90		ES		D3215				Enterococcus faecalis				6/23/16		0.25		0.25

		91		ES		D3245				Enterococcus faecalis				6/23/16		0.25		0.25		0.12		0.12

		92		ES		D3246				Enterococcus faecalis				6/23/16		0.25		0.25

		93		ES		D3251				Enterococcus faecalis				6/23/16		2		2						103		5.15E+05

		94		ES		D3296				Enterococcus faecalis				6/23/16		2		2

		95		ES		D3329				Enterococcus faecalis				6/23/16		2		4

		96		ES		D3337				Enterococcus faecalis				6/23/16		0.5		0.25

		97		ES		D3376				Enterococcus faecalis				6/23/16		0.125		0.06

		98		ES		D3418				Enterococcus faecalis				6/23/16		2		4						110		5.50E+05

		99		ES		D3596				Enterococcus faecalis				6/23/16		0.125		0.25

		100		ES		D3638				Enterococcus faecalis				6/23/16		0.125		0.125

		101		SA		3072		1		MRSA		0.12		6/23/16		0.5		0.25		0.12		0.12

		102		SA		3073		9		MRSA		0.12		6/23/16		0.25		0.25						86		4.30E+05

		103		SA		3074		37		MRSA		0.12		6/23/16		1		1

		104		SA		3075		51		MRSA		0.12		6/23/16		1		1

		105		SA		3076		54		MRSA		0.12		6/23/16		0.5		0.25						90		4.50E+05

		106		SA		3077		63		MSSA		0.015		6/23/16		0.03		0.03

		107		SA		3078		104		MSSA		0.004		6/23/16		<=0.004		0.004		0.004		0.004

		108		SA		3079		115		MSSA		0.004		6/23/16		<=0.004		0.008

		109		SA		3080		119		MRSA		6.35		6/23/16		>4		>32		8.00		4.00		84		4.20E+05

		110		SA		3081		129		MRSA		0.315		6/23/16		1		1

		111		SA		3082		131		MSSA		0.002		6/23/16		<=0.004		0.004

		112		SA		3083		211		MRSA		4		6/23/16		>4		8

		113		SA		3084		605		MRSA		0.40		6/23/16		1		1		0.5		0.25		73		3.65E+05

		114		SA		3085		690		MSSA		0.008		6/23/16		0.008		0.015

		115		SA		3086		764		MSSA		0.008		6/23/16		0.03		0.015

		116		SA		3087		813118		MRSA		2.52		6/23/16		4		4						94		4.70E+05

		117		SA		3088		813922		MRSA		4		6/23/16		>4		>32

		118		SA		3089		816806		MSSA		0.12		6/23/16		0.25		0.5

		119		SA		3090		818951		MSSA		0.5		6/23/16		1		1						101		5.05E+05

		120		SA		3091		819625		MSSA		1		6/23/16		2		2		2		1		91		4.55E+05

		121		SA		3092		861282		MSSA		1		6/23/16		1		2

		122		SA		D850				MRSA				6/23/16		0.125		0.25

		123		SA		D1132				MRSA				6/23/16		2		2						84		4.20E+05

		124		SA		D2806				MRSA				6/23/16		0.06		0.125

		125		SA		D2877				MRSA				6/23/16		0.06		0.06

		126		SA		D2878				MRSA				6/23/16		0.06		0.06						76		3.80E+05

		127		SA		D3933				MRSA				6/23/16		0.5		1

		128		SA		D3978				MRSA				6/23/16		1		1

		129		SA		D4043				MRSA				6/23/16		0.125		0.125						104		5.20E+05

		130		SA		D4055				MRSA				6/23/16		1		1

		131		SA		D4062				MRSA				6/23/16		0.5		1

		132		SA		D4065				MRSA				6/23/16		1		1						121		6.05E+05

		133		SA		D4119				MRSA				6/23/16		0.25		0.25

		134		SA		D4136				MRSA				6/23/16		1		1

		135		SA		D4159				MRSA				6/23/16		<=0.004		0.008

		136		SA		D4324				MRSA				6/23/16		0.008		0.008

		137		SA		D4340				MRSA				6/23/16		0.008		0.008						91		4.55E+05

		138		SA		D4372				MRSA				6/23/16		0.008		0.015

		139		SA		D4380				MRSA				6/23/16		0.015		0.015

		140		SA		D4381				MRSA				6/23/16		0.015		0.015

		141		SA		D2702				MSSA				6/23/16		0.03		0.06						113		5.65E+05

		142		SA		D3459				MSSA				6/23/16		0.5		1

		143		SA		D3498				MSSA				6/23/16		1		1						84		4.20E+05

		144		SA		D3636				MSSA				6/23/16		0.03		0.06						100		5.00E+05

		145		SA		D4346				MSSA				6/23/16		0.5		0.5

		146		SE		3096		448		Staphylococcus epidermidis		0.004		6/23/16		0.008		0.008						84		4.20E+05

		147		SE		3099		666		Staphylococcus epidermidis		0.008		6/23/16		0.015		0.015

		148		SE		3102		906		Staphylococcus epidermidis		0.25		6/23/16		0.5		0.5						92		4.60E+05

		149		SE		3103		830363		Staphylococcus epidermidis		1.26		6/23/16		2		4

		150		SE		3104		862055		Staphylococcus epidermidis		1		6/23/16		4		4

		151		HI		623				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						121		6.05E+05

		152		HI		624				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		153		HI		625				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		154		HI		626				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		155		HI		627				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						93		4.65E+05

		156		HI		630				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		157		HI		631				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		158		HI		632				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						97		4.85E+05

		159		HI		633				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		160		HI		634				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						89		4.45E+05

		161		HI		635				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		162		HI		974				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		163		HI		975				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		164		HI		976				Haemophilus influenzae				7/7/16		NG		0.06						113		5.65E+05

		165		HI		985				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		166		HI		986				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						101		5.05E+05

		167		HI		1512				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		168		HP		3029		70		Haemophilus parainfluenzae		0.008		7/7/16		0.008		0.015						91		4.55E+05

		169		HP		3030		207		Haemophilus parainfluenzae		0.008		7/7/16		0.008		0.015

		170		HP		3031		209		Haemophilus parainfluenzae		0.008		7/7/16		0.015		0.015						100		5.00E+05

		171		AG		3105		23		Streptococcus agalactiae		0.008		6/24/16		0.015		0.008

		172		AG		3106		371		Streptococcus agalactiae		0.008		6/24/16		0.008		0.015						113		5.65E+05

		173		AG		3107		478		Streptococcus agalactiae		0.03		6/24/16		0.06		0.03		0.008		0.03

		174		AG		3108		664		Streptococcus agalactiae		0.015		6/24/16		0.015		0.008

		175		AG		3109		907		Streptococcus agalactiae		0.03		6/24/16		0.06		0.03

		176		AG		3110		824604		Streptococcus agalactiae		0.06		6/24/16		0.125		0.06						94		4.70E+05

		177		AG		3111		853096		Streptococcus agalactiae		0.5		6/24/16		1		0.5

		178		AG		3112		867750		Streptococcus agalactiae		0.5		6/24/16		0.5		0.25

		179		AG		436				Streptococcus agalactiae				6/24/16		0.03		0.015

		180		AG		437				Streptococcus agalactiae				6/24/16		0.03		0.015						87		4.35E+05

		181		AN		3113		25		Streptococcus anginosus		0.015		6/24/16		0.015		0.015

		182		AN		3114		29		Streptococcus anginosus		<=0.00012		6/24/16		<=0.002		0.008

		183		AN		3115		95		Streptococcus anginosus		0.012		6/24/16		0.015		0.015		0.015		0.03		108		5.40E+05

		184		AN		3116		118		Streptococcus anginosus		0.006		6/24/16		0.008		0.008

		185		AN		3117		162		Streptococcus anginosus		0.01		6/24/16		0.015		0.008

		186		DYS		3118		298		Streptococcus dysgalactiae		0.008		6/24/16		0.008		0.008						90		4.50E+05

		187		DYS		3119		327		Streptococcus dysgalactiae		0.008		6/24/16		0.008		0.008		0.004		0.008

		188		DYS		3120		404		Streptococcus dysgalactiae		0.015		6/24/16		0.015		0.015						68		3.40E+05

		189		DYS		3121		575		Streptococcus dysgalactiae		0.008		6/24/16		0.015		0.015

		190		DYS		3122		887		Streptococcus dysgalactiae		0.01		6/24/16		0.008		0.015

		191		MI		3123		466		Streptococcus mitis group		0.015		6/24/16		0.03		0.015						99		4.95E+05

		192		MI		3124		554		Streptococcus mitis group		0.03		6/24/16		0.03		0.03

		193		MI		3127		503		Streptococcus mitis/oralis		0.03		6/24/16		0.06		0.03

		194		MI		3128		847974		Streptococcus mitis/oralis		0.5		6/24/16		0.5		0.5						112		5.60E+05

		195		MI		3129		862011		Streptococcus mitis/oralis		2		6/24/16		>2		2		1		2

		196		PY		3130		31		Streptococcus pyogenes		<=0.004		6/24/16		0.004		0.008						96		4.80E+05

		197		PY		3131		121		Streptococcus pyogenes		0.03		6/24/16		0.03		0.03		0.015		0.06

		198		PY		3132		388		Streptococcus pyogenes		0.008		6/24/16		0.008		0.008

		199		PY		3133		537		Streptococcus pyogenes		0.015		6/24/16		0.015		0.008						98		4.90E+05

		200		PY		3134		751		Streptococcus pyogenes		0.008		6/24/16		0.015		0.015

		201		PY		3135		824142		Streptococcus pyogenes		0.008		6/24/16		0.015		0.015

		202		PY		402				Streptococcus pyogenes				6/24/16		0.015		0.015

		203		PY		403				Streptococcus pyogenes				6/24/16		0.03		0.03						117		5.85E+05

		204		PY		404				Streptococcus pyogenes				6/24/16		0.008		0.008

		205		PY		405				Streptococcus pyogenes				6/24/16		0.03		0.03






Isolate Reference

		DLX Study #		Org code		LSI Bank #		DRL #		JMI #		Organism		Delafloxacin GEOMEAN MIC		ORG Type		Notes

		1		ECL		3000				324		Enterobacter cloacae		0.06		G-

		2		ECL		3001				329		Enterobacter cloacae		0.06		G-

		3		ECL		3002				565		Enterobacter cloacae		0.5		G-

		4		ECL		3003				765		Enterobacter cloacae		>8		G-

		5		ECL		3004				813017		Enterobacter cloacae		1.26		G-

		6		ECL		3005				814056		Enterobacter cloacae		2		G-

		7		ECL		3006				814666		Enterobacter cloacae		6.35		G-

		8		ECL		3007				866609		Enterobacter cloacae		5.04		G-

		9		ECL		3008				871443		Enterobacter cloacae		0.25		G-

		10		ECL		907						Enterobacter cloacae				G-

		11		EC		3017				284		Escherichia coli		4		G-

		12		EC		3018				348		Escherichia coli		5.040		G-

		13		EC		3019				349		Escherichia coli		6.350		G-

		14		EC		3020				376		Escherichia coli		0.03		G-

		15		EC		3021				542		Escherichia coli		0.06		G-

		16		EC		3022				591		Escherichia coli		0.05		G-

		17		EC		3023				611		Escherichia coli		8		G-

		18		EC		3024				756		Escherichia coli		0.25		G-

		19		EC		3025				823		Escherichia coli		1		G-

		20		EC		3026				814416		Escherichia coli		0.25		G-

		21		EC		3027				816821		Escherichia coli		0.63		G-

		22		EC		3028				818860		Escherichia coli		0.25		G-

		23		EC		914						Escherichia coli				G-

		24		EC		915						Escherichia coli				G-

		25		EC		916						Escherichia coli				G-

		26		EC		917						Escherichia coli				G-

		27		EC		918						Escherichia coli				G-

		28		EC		919						Escherichia coli				G-

		29		EC		920						Escherichia coli				G-

		30		EC		921						Escherichia coli				G-

		31		EC		922						Escherichia coli				G-

		32		EC		923						Escherichia coli				G-

		33		EC		924						Escherichia coli				G-

		34		EC		2990						Escherichia coli				G-

		35		KO		3032				259		Klebsiella oxytoca		0.12		G-

		36		KO		3033				319		Klebsiella oxytoca		0.038		G-

		37		KO		3034				446		Klebsiella oxytoca		0.06		G-

		38		KO		3035				759		Klebsiella oxytoca		0.06		G-

		39		KO		3036				893		Klebsiella oxytoca		0.03		G-

		40		KO		3037				851014		Klebsiella oxytoca		0.25		G-

		41		KO		3038				861864		Klebsiella oxytoca		0.5		G-

		42		KO		2853						Klebsiella oxytoca				G-

		43		KO		2854						Klebsiella oxytoca				G-

		44		KO		2898						Klebsiella oxytoca				G-

		45		KP		3039				496		Klebsiella pneumoniae		4		G-

		46		KP		3040				582		Klebsiella pneumoniae		0.12		G-

		47		KP		3041				798		Klebsiella pneumoniae		0.06		G-

		48		KP		3042				946		Klebsiella pneumoniae		0.06		G-

		49		KP		3043				947		Klebsiella pneumoniae		0.5		G-

		50		KP		3044				813992		Klebsiella pneumoniae		2.52		G-

		51		KP		3045				814529		Klebsiella pneumoniae		1		G-

		52		KP		3046				824830		Klebsiella pneumoniae		2		G-

		53		KP		3047				828761		Klebsiella pneumoniae		2		G-

		54		KP		925						Klebsiella pneumoniae				G-

		55		PM		3048				133		Proteus mirabilis		1		G-

		56		PM		3052				660		Proteus mirabilis		0.03		G-

		57		PM		3054				771		Proteus mirabilis		>8		G-

		58		PM		3055				840		Proteus mirabilis		0.15		G-

		59		PM		3060				854131		Proteus mirabilis		4		G-

		60		PA		3061				4		Pseudomonas aeruginosa		0.25		G-

		61		PA		3062				123		Pseudomonas aeruginosa		4		G-

		62		PA		3063				125		Pseudomonas aeruginosa		0.25		G-

		63		PA		3064				140		Pseudomonas aeruginosa		4		G-

		64		PA		3065				313		Pseudomonas aeruginosa		1		G-

		65		PA		3066				454		Pseudomonas aeruginosa		0.794		G-

		66		PA		3067				463		Pseudomonas aeruginosa		1		G-

		67		PA		3068				586		Pseudomonas aeruginosa		0.12		G-

		68		PA		3069				762		Pseudomonas aeruginosa		8		G-

		69		PA		3070				895		Pseudomonas aeruginosa		0.12		G-

		70		PA		781						Pseudomonas aeruginosa				G-

		71		PA		782						Pseudomonas aeruginosa				G-

		72		PA		785						Pseudomonas aeruginosa				G-

		73		PA		788						Pseudomonas aeruginosa				G-

		74		PA		789						Pseudomonas aeruginosa				G-

		75		PA		790						Pseudomonas aeruginosa				G-

		76		PA		792						Pseudomonas aeruginosa				G-

		77		PA		794						Pseudomonas aeruginosa				G-

		78		PA		795						Pseudomonas aeruginosa				G-

		79		PA		797						Pseudomonas aeruginosa				G-

		80		SM		3071				830792		Serratia marcescens		1.59		G-

		81		ES		3009				113		Enterococcus faecalis		0.06		G+

		82		ES		3010				456		Enterococcus faecalis		0.06		G+

		83		ES		3011				472		Enterococcus faecalis		1		G+

		84		ES		3012				590		Enterococcus faecalis		0.12		G+

		85		ES		3013				785		Enterococcus faecalis		1		G+

		86		ES		3014				814188		Enterococcus faecalis		0.5		G+

		87		ES		3015				831301		Enterococcus faecalis		0.12		G+

		88		ES		3016				872904		Enterococcus faecalis		1		G+

		89		ES				3214				Enterococcus faecalis				G+

		90		ES				3215				Enterococcus faecalis				G+

		91		ES				3245				Enterococcus faecalis				G+

		92		ES				3246				Enterococcus faecalis				G+

		93		ES				3251				Enterococcus faecalis				G+

		94		ES				3296				Enterococcus faecalis				G+

		95		ES				3329				Enterococcus faecalis				G+

		96		ES				3337				Enterococcus faecalis				G+

		97		ES				3376				Enterococcus faecalis				G+

		98		ES				3418				Enterococcus faecalis				G+

		99		ES				3596				Enterococcus faecalis				G+

		100		ES				3638				Enterococcus faecalis				G+

		101		SA		3072				1		Staphylococcus aureus		0.12		G+		MRSA

		102		SA		3073				9		Staphylococcus aureus		0.12		G+		MRSA

		103		SA		3074				37		Staphylococcus aureus		0.12		G+		MRSA

		104		SA		3075				51		Staphylococcus aureus		0.12		G+		MRSA

		105		SA		3076				54		Staphylococcus aureus		0.12		G+		MRSA

		106		SA		3077				63		Staphylococcus aureus		0.015		G+		MSSA

		107		SA		3078				104		Staphylococcus aureus		0.004		G+		MSSA

		108		SA		3079				115		Staphylococcus aureus		0.004		G+		MSSA

		109		SA		3080				119		Staphylococcus aureus		6.35		G+		MRSA

		110		SA		3081				129		Staphylococcus aureus		0.315		G+		MRSA

		111		SA		3082				131		Staphylococcus aureus		0.002		G+		MSSA

		112		SA		3083				211		Staphylococcus aureus		4		G+		MRSA

		113		SA		3084				605		Staphylococcus aureus		0.40		G+		MRSA

		114		SA		3085				690		Staphylococcus aureus		0.008		G+		MSSA

		115		SA		3086				764		Staphylococcus aureus		0.008		G+		MSSA

		116		SA		3087				813118		Staphylococcus aureus		2.52		G+		MRSA

		117		SA		3088				813922		Staphylococcus aureus		4		G+		MRSA

		118		SA		3089				816806		Staphylococcus aureus		0.12		G+		MSSA

		119		SA		3090				818951		Staphylococcus aureus		0.5		G+		MSSA

		120		SA		3091				819625		Staphylococcus aureus		1		G+		MSSA

		121		SA		3092				861282		Staphylococcus aureus		1		G+		MSSA

		122		SA				850				Staphylococcus aureus				G+		MRSA

		123		SA				1132				Staphylococcus aureus				G+		MRSA

		124		SA				2806				Staphylococcus aureus				G+		MRSA

		125		SA				2877				Staphylococcus aureus				G+		MRSA

		126		SA				2878				Staphylococcus aureus				G+		MRSA

		127		SA				3933				Staphylococcus aureus				G+		MRSA

		128		SA				3978				Staphylococcus aureus				G+		MRSA

		129		SA				4043				Staphylococcus aureus				G+		MRSA

		130		SA				4055				Staphylococcus aureus				G+		MRSA

		131		SA				4062				Staphylococcus aureus				G+		MRSA

		132		SA				4065				Staphylococcus aureus				G+		MRSA

		133		SA				4119				Staphylococcus aureus				G+		MRSA

		134		SA				4136				Staphylococcus aureus				G+		MRSA

		135		SA				4159				Staphylococcus aureus				G+		MRSA

		136		SA				4324				Staphylococcus aureus				G+		MRSA

		137		SA				4340				Staphylococcus aureus				G+		MRSA

		138		SA				4372				Staphylococcus aureus				G+		MRSA

		139		SA				4380				Staphylococcus aureus				G+		MRSA

		140		SA				4381				Staphylococcus aureus				G+		MRSA

		141		SA				2702				Staphylococcus aureus				G+		MSSA

		142		SA				3459				Staphylococcus aureus				G+		MSSA

		143		SA				3498				Staphylococcus aureus				G+		MSSA

		144		SA				3636				Staphylococcus aureus				G+		MSSA

		145		SA				4346				Staphylococcus aureus				G+		MSSA

		146		SE		3096				448		Staphylococcus epidermidis		0.004		G+

		147		SE		3099				666		Staphylococcus epidermidis		0.008		G+

		148		SE		3102				906		Staphylococcus epidermidis		0.25		G+

		149		SE		3103				830363		Staphylococcus epidermidis		1.26		G+

		150		SE		3104				862055		Staphylococcus epidermidis		1		G+

		151		HI		623						Haemophilus influenzae				HI

		152		HI		624						Haemophilus influenzae				HI

		153		HI		625						Haemophilus influenzae				HI

		154		HI		626						Haemophilus influenzae				HI

		155		HI		627						Haemophilus influenzae				HI

		156		HI		630						Haemophilus influenzae				HI

		157		HI		631						Haemophilus influenzae				HI

		158		HI		632						Haemophilus influenzae				HI

		159		HI		633						Haemophilus influenzae				HI

		160		HI		634						Haemophilus influenzae				HI

		161		HI		635						Haemophilus influenzae				HI

		162		HI		974						Haemophilus influenzae				HI

		163		HI		975						Haemophilus influenzae				HI

		164		HI		976						Haemophilus influenzae				HI

		165		HI		985						Haemophilus influenzae				HI

		166		HI		986						Haemophilus influenzae				HI

		167		HI		1512						Haemophilus influenzae				HI

		168		HP		3029				70		Haemophilus parainfluenzae		0.008		HI

		169		HP		3030				207		Haemophilus parainfluenzae		0.008		HI

		170		HP		3031				209		Haemophilus parainfluenzae		0.008		HI

		171		AG		3105				23		Streptococcus agalactiae		0.008		Strep

		172		AG		3106				371		Streptococcus agalactiae		0.008		Strep

		173		AG		3107				478		Streptococcus agalactiae		0.03		Strep

		174		AG		3108				664		Streptococcus agalactiae		0.015		Strep

		175		AG		3109				907		Streptococcus agalactiae		0.03		Strep

		176		AG		3110				824604		Streptococcus agalactiae		0.06		Strep

		177		AG		3111				853096		Streptococcus agalactiae		0.5		Strep

		178		AG		3112				867750		Streptococcus agalactiae		0.5		Strep

		179		AG		436						Streptococcus agalactiae				Strep

		180		AG		437						Streptococcus agalactiae				Strep

		181		AN		3113				25		Streptococcus anginosus		0.015		Strep

		182		AN		3114				29		Streptococcus anginosus		<=0.00012		Strep

		183		AN		3115				95		Streptococcus anginosus		0.012		Strep

		184		AN		3116				118		Streptococcus anginosus		0.006		Strep

		185		AN		3117				162		Streptococcus anginosus		0.01		Strep

		186		DYS		3118				298		Streptococcus dysgalactiae		0.008		Strep

		187		DYS		3119				327		Streptococcus dysgalactiae		0.008		Strep

		188		DYS		3120				404		Streptococcus dysgalactiae		0.015		Strep

		189		DYS		3121				575		Streptococcus dysgalactiae		0.008		Strep

		190		DYS		3122				887		Streptococcus dysgalactiae		0.01		Strep

		191		MI		3123				466		Streptococcus mitis group		0.015		Strep

		192		MI		3124				554		Streptococcus mitis group		0.03		Strep

		193		MI		3127				503		Streptococcus mitis/oralis		0.03		Strep

		194		MI		3128				847974		Streptococcus mitis/oralis		0.5		Strep

		195		MI		3129				862011		Streptococcus mitis/oralis		2		Strep

		196		PY		3130				31		Streptococcus pyogenes		<=0.004		Strep

		197		PY		3131				121		Streptococcus pyogenes		0.03		Strep

		198		PY		3132				388		Streptococcus pyogenes		0.008		Strep

		199		PY		3133				537		Streptococcus pyogenes		0.015		Strep

		200		PY		3134				751		Streptococcus pyogenes		0.008		Strep

		201		PY		3135				824142		Streptococcus pyogenes		0.008		Strep

		202		PY		402						Streptococcus pyogenes				Strep

		203		PY		403						Streptococcus pyogenes				Strep

		204		PY		404						Streptococcus pyogenes				Strep

		205		PY		405						Streptococcus pyogenes				Strep





All RESULTS

		DLX Study #		Org code		Initial JMI DLX MIC		Read Date		DLX BMD		DLX MTS BD		DLX MTS BD Rounded		DFX MTS CHOC		DFX MTS CHOC Rounded		DFX MTS HDY		DFX MTS HDY Rounded		DFX MTS RML		DFX MTS RML Rounded		Colony Count		CFU/mL		Notes		Expected QC Range

		1		ECL		0.06		6/29/16		0.12		0.19		0.25

		2		ECL		0.06		6/29/16		0.06		0.094		0.125

		3		ECL		0.5		6/29/16		1		0.5		0.5														91		455000

		4		ECL		>8		6/29/16		>16		>32		>32

		5		ECL		1.26		6/29/16		2		1.5		2

		6		ECL		2		6/29/16		4		4		4						3		4		4		4

		7		ECL		6.35		6/29/16		8		16		16

		8		ECL		5.04		6/29/16		4		16		16														114		570000

		9		ECL		0.25		6/29/16		0.5		0.38		0.5

		10		ECL				6/29/16		16		>32		>32

		11		EC		4		6/29/16		2		>32		>32

		12		EC		5.04		6/29/16		8		12		16

		13		EC		6.35		6/29/16		8		12		16

		14		EC		0.03		6/29/16		0.03		0.094		0.125						0.047		0.06		0.094		0.12

		15		EC		0.06		6/29/16		0.06		0.125		0.125

		16		EC		0.05		6/29/16		0.06		0.125		0.125														83		415000

		17		EC		8		6/29/16		8		16		16						12		16		6		8

		18		EC		0.25		6/29/16		0.12		0.5		0.5						0.75		1		0.5		0.5

		19		EC		1		6/29/16		1		2		2						1.5		2		1		1

		20		EC		0.25		6/29/16		0.25		0.75		1

		21		EC		0.63		6/29/16		1		1		1

		22		EC		0.25		6/29/16		0.25		0.38		0.5														77		385000

		23		EC				6/29/16		>16		32		32

		24		EC				6/29/16		0.25		0.25		0.25

		25		EC				6/29/16		0.12		0.125		0.125

		26		EC				6/29/16		0.25		0.125		0.125

		27		EC				6/29/16		2		3		4														100		500000

		28		EC				6/29/16		0.03		0.064		0.06

		29		EC				6/29/16		0.03		0.094		0.125

		30		EC				6/29/16		0.03		0.094		0.125

		31		EC				6/29/16		1		2		2

		32		EC				6/29/16		>16		>32		>32														82		410000

		33		EC				6/29/16		16		>32		>32

		34		EC				6/29/16		0.12		0.19		0.25

		35		KO		0.12		6/29/16		0.25		0.25		0.25

		36		KO		0.038		6/29/16		0.12		0.094		0.125														111		555000

		37		KO		0.06		6/29/16		0.12		0.094		0.125

		38		KO		0.06		6/29/16		0.12		0.125		0.125

		39		KO		0.03		6/29/16		0.12		0.064		0.06														95		475000

		40		KO		0.25		6/29/16		0.25		0.19		0.25						0.064		0.06		0.25		0.25

		41		KO		0.5		6/29/16		0.5		0.75		1

		42		KO				6/29/16		0.25		0.25		0.25

		43		KO				6/29/16		0.25		0.19		0.25

		44		KO				6/29/16		0.06		0.094		0.125

		45		KP		4		6/29/16		8		>32		>32														86		430000

		46		KP		0.12		6/29/16		0.12		0.19		0.25

		47		KP		0.06		6/29/16		0.06		0.094		0.125

		48		KP		0.06		6/29/16		0.12		0.125		0.125

		49		KP		0.5		6/29/16		0.5		0.5		0.5														94		470000

		50		KP		2.52		6/29/16		2		2		2

		51		KP		1		6/29/16		1		1		1						1		1		1		1

		52		KP		2		6/29/16		2		2		2

		53		KP		2		6/29/16		4		3		4

		54		KP				6/29/16		8		6		8														107		535000

		55		PM		1		6/29/16		4		2		2						2		2		2		2

		56		PM		0.03		6/29/16		0.5		0.19		0.25

		57		PM		>8		6/29/16		>16		>32		>32

		58		PM		0.15		6/29/16		0.12		0.5		0.5

		59		PM		4		6/29/16		4		>32		>32														126		630000

		60		PA		0.25		6/29/16		0.25		0.25		0.25						0.25		0.25		0.25		0.25

		61		PA		4		6/29/16		4		4		4						6		8		4		4

		62		PA		0.25		6/29/16		0.5		0.5		0.5

		63		PA		4		6/29/16

		64		PA		1		6/29/16												1.5		2		1		1

		65		PA		0.794		6/29/16

		66		PA		1		6/29/16		1		1		1														119		595000

		67		PA		0.12		6/29/16		0.25		0.25		0.25						0.25		0.25		0.19		0.25

		68		PA		8		6/29/16		16		>32		>32

		69		PA		0.12		6/29/16		0.12		0.25		0.25

		70		PA				6/29/16		>16		>32		>32

		71		PA				6/29/16		8		16		16														83		415000

		72		PA				6/29/16		16		>32		>32

		73		PA				6/29/16		16		>32		>32

		74		PA				6/29/16		0.25		0.19		0.25

		75		PA				6/29/16		2		2		2

		76		PA				6/29/16		8		12		16														105		525000

		77		PA				6/29/16		16		>32		>32

		78		PA				6/29/16		4		6		8

		79		PA				6/29/16		16		>32		>32

		80		SM		1.59		6/29/16		2		1.5		2

		81		ES		0.06		6/23/16		0.06		0.06		0.06						0.064		0.06		0.064		0.06

		82		ES		0.06		6/23/16		0.06		0.047		0.06

		83		ES		1		6/23/16		2		1.5		2						2		2		2		2		96		4.80E+05

		84		ES		0.12		6/23/16		0.25		0.25		0.25

		85		ES		1		6/23/16		2		2		2

		86		ES		0.5		6/23/16		1		0.75		1														84		4.20E+05

		87		ES		0.12		6/23/16		0.25		0.25		0.25

		88		ES		1		6/23/16		2		2		2

		89		ES				6/23/16		0.25		0.19		0.25														74		3.70E+05

		90		ES				6/23/16		0.25		0.19		0.25

		91		ES				6/23/16		0.25		0.19		0.25						0.125		0.12		0.125		0.12

		92		ES				6/23/16		0.25		0.25		0.25

		93		ES				6/23/16		2		1.5		2														103		5.15E+05

		94		ES				6/23/16		2		1.5		2

		95		ES				6/23/16		2		3		4

		96		ES				6/23/16		0.5		0.19		0.25

		97		ES				6/23/16		0.12		0.06		0.06

		98		ES				6/23/16		2		3		4														110		5.50E+05

		99		ES				6/23/16		0.12		0.19		0.25

		100		ES				6/23/16		0.12		0.12		0.12

		101		SA		0.12		6/23/16		0.5		0.25		0.25						0.125		0.12		0.125		0.12						MRSA

		102		SA		0.12		6/23/16		0.25		0.19		0.25														86		4.30E+05		MRSA

		103		SA		0.12		6/23/16		1		1		1																		MRSA

		104		SA		0.12		6/23/16		1		1		1																		MRSA

		105		SA		0.12		6/23/16		0.5		0.25		0.25														90		4.50E+05		MRSA

		106		SA		0.015		6/23/16		0.03		0.03		0.03																		MSSA

		107		SA		0.004		6/23/16		<=0.004		0.004		0.004						0.004		0.004		0.003		0.004						MSSA

		108		SA		0.004		6/23/16		<=0.004		0.008		0.008																		MSSA

		109		SA		6.35		6/23/16		>4		>32		>32						6.00		8.00		4.00		4.00		84		4.20E+05		MRSA

		110		SA		0.315		6/23/16		1		0.75		1																		MRSA

		111		SA		0.002		6/23/16		<=0.004		0.004		0.004																		MSSA

		112		SA		4		6/23/16		>4		6		8																		MRSA

		113		SA		0.40		6/23/16		1		1		1						0.38		0.5		0.25		0.25		73		3.65E+05		MRSA

		114		SA		0.008		6/23/16		0.008		0.012		0.015																		MSSA

		115		SA		0.008		6/23/16		0.03		0.012		0.015																		MSSA

		116		SA		2.52		6/23/16		4		3		4														94		4.70E+05		MRSA

		117		SA		4		6/23/16		>4		>32		>32																		MRSA

		118		SA		0.12		6/23/16		4		0.25		0.25																		MSSA

		119		SA		0.5		6/23/16		1		1		1														101		5.05E+05		MSSA

		120		SA		1		6/23/16		2		2		2						2		2		0.75		1		91		4.55E+05		MSSA

		121		SA		1		6/23/16		1		1.5		2																		MSSA

		122		SA				6/23/16		0.12		0.19		0.25																		MRSA

		123		SA				6/23/16		2		1.5		2														84		4.20E+05		MRSA

		124		SA				6/23/16		0.06		0.12		0.12																		MRSA

		125		SA				6/23/16		0.06		0.06		0.06																		MRSA

		126		SA				6/23/16		0.06		0.06		0.06														76		3.80E+05		MRSA

		127		SA				6/23/16		0.5		0.75		1																		MRSA

		128		SA				6/23/16		1		0.75		1																		MRSA

		129		SA				6/23/16		0.12		0.094		0.12														104		5.20E+05		MRSA

		130		SA				6/23/16		1		1		1																		MRSA

		131		SA				6/23/16		0.5		1		1																		MRSA

		132		SA				6/23/16		1		1		1														121		6.05E+05		MRSA

		133		SA				6/23/16		0.25		0.25		0.25																		MRSA

		134		SA				6/23/16		1		0.75		1																		MRSA

		135		SA				6/23/16		<=0.004		0.008		0.008																		MRSA

		136		SA				6/23/16		0.008		0.008		0.008																		MRSA

		137		SA				6/23/16		0.008		0.008		0.008														91		4.55E+05		MRSA

		138		SA				6/23/16		0.008		0.012		0.015																		MRSA

		139		SA				6/23/16		0.015		0.015		0.015																		MRSA

		140		SA				6/23/16		0.015		0.015		0.015																		MRSA

		141		SA				6/23/16		0.03		0.047		0.06														113		5.65E+05		MSSA

		142		SA				6/23/16		0.5		0.75		1																		MSSA

		143		SA				6/23/16		1		0.75		1														84		4.20E+05		MSSA

		144		SA				6/23/16		0.03		0.047		0.06														100		5.00E+05		MSSA

		145		SA				6/23/16		0.5		0.5		0.5																		MSSA

		146		SE		0.004		6/23/16		0.008		0.006		0.008														84		4.20E+05

		147		SE		0.008		6/23/16		0.015		0.012		0.015

		148		SE		0.25		6/23/16		0.5		0.5		0.5														92		4.60E+05

		149		SE		1.26		6/23/16		2		3		4

		150		SE		1		6/23/16		4		4		4

		151		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										121		6.05E+05

		152		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		153		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		154		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		155		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002										93		4.65E+05

		156		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		157		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		158		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										97		4.85E+05

		159		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002

		160		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										89		4.45E+05

		161		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		162		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		163		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		164		HI				7/7/16		<=0.002		0.023		0.03		0.032		0.03										113		5.65E+05

		165		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		166		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										101		5.05E+05

		167		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		168		HP		0.008		7/7/16		0.008		0.012		0.015		0.012		0.015										91		4.55E+05

		169		HP		0.008		7/7/16		0.008		0.012		0.015		0.008		0.008

		170		HP		0.008		7/7/16		0.015		0.016		0.015		0.016		0.015										100		5.00E+05

		171		AG		0.008		6/24/16		0.015		0.008		0.008

		172		AG		0.008		6/24/16		0.008		0.012		0.015														113		5.65E+05

		173		AG		0.03		6/24/16		0.06		0.03		0.03						0.008		0.008		0.032		0.03

		174		AG		0.015		6/24/16		0.015		0.008		0.008

		175		AG		0.03		6/24/16		0.06		0.03		0.03

		176		AG		0.06		6/24/16		0.12		0.06		0.06														94		4.70E+05

		177		AG		0.5		6/24/16		2		0.25		0.25

		178		AG		0.5		6/24/16		0.5		0.25		0.25

		179		AG				6/24/16		0.03		0.015		0.015

		180		AG				6/24/16		0.03		0.015		0.015														87		4.35E+05

		181		AN		0.015		6/24/16		0.015		0.015		0.015

		182		AN		<=0.00012		6/24/16		<=0.002		0.006		0.008

		183		AN		0.012		6/24/16		0.015		0.015		0.015						0.012		0.015		0.032		0.03		108		5.40E+05

		184		AN		0.006		6/24/16		0.008		0.008		0.008

		185		AN		0.01		6/24/16		0.015		0.008		0.008

		186		DYS		0.008		6/24/16		0.008		0.008		0.008														90		4.50E+05

		187		DYS		0.008		6/24/16		0.008		0.008		0.008						0.003		0.004		0.008		0.008

		188		DYS		0.015		6/24/16		0.015		0.015		0.015														68		3.40E+05

		189		DYS		0.008		6/24/16		0.015		0.015		0.015

		190		DYS		0.01		6/24/16		0.01		0.015		0.02

		191		MI		0.015		6/24/16		0.03		0.015		0.015														99		4.95E+05

		192		MI		0.03		6/24/16		0.03		0.03		0.03

		193		MI		0.03		6/24/16		0.06		0.03		0.03

		194		MI		0.5		6/24/16		0.5		0.38		0.5														112		5.60E+05

		195		MI		2		6/24/16		>2		1.5		2						1		1		2		2

		196		PY		<=0.004		6/24/16		0.004		0.006		0.008														96		4.80E+05

		197		PY		0.03		6/24/16		0.03		0.03		0.03						0.016		0.015		0.047		0.06

		198		PY		0.008		6/24/16		0.008		0.008		0.008

		199		PY		0.015		6/24/16		0.015		0.008		0.008														98		4.90E+05

		200		PY		0.008		6/24/16		0.015		0.015		0.015

		201		PY		0.008		6/24/16		0.015		0.015		0.015

		202		PY				6/24/16		0.015		0.015		0.015

		203		PY				6/24/16		0.03		0.03		0.03														117		5.85E+05

		204		PY				6/24/16		0.008		0.008		0.008

		205		PY				6/24/16		0.03		0.03		0.03

		EFQC		ES				6/23/16		0.12		0.06		0.06						0.094		0.12		0.125		0.12		113		5.65E+05				0.015-0.12

		SA29QC		SA				6/23/16		0.008		0.008		0.008						0.003		0.004		0.25		0.25		106		5.30E+05				0.001-0.008

		SPQC		SP				6/24/16		0.008		0.012		0.015						0.006		0.008		0.012		0.015		73		3.65E+05				0.004-0.015

		EC25QC		EC				6/29/16		<=0.015		0.047		0.06						0.032		0.03		0.032		0.03		122		6.10E+05				0.008-0.03

		PAQC		PA				6/29/16		0.25		0.19		0.25						0.25		0.25		0.25		0.25		96		4.80E+05				0.12-0.5

		HFQC		HI				7/7/16		<=0.002		<=0.002				<=0.002												96		4.80E+05				0.00025-0.001



		REPEAT

		Replicate testing of QC EC25QC and (SA29QC on RML Only) to be performed

		Look at pictures - ellipse very narrow at high concentration?





All RESULTS WITH RPT RESULTS

		DLX Study #		Org code		Initial JMI DLX MIC		Read Date		DLX BMD		DLX MTS BD		DLX MTS BD Rounded		DFX MTS CHOC		DFX MTS CHOC Rounded		DFX MTS HDY		DFX MTS HDY Rounded		DFX MTS RML		DFX MTS RML Rounded		Colony Count		CFU/mL		Notes		Expected QC Range

		1		ECL		0.06		6/29/16		0.12		0.19		0.25

		2		ECL		0.06		6/29/16		0.06		0.094		0.125

		3		ECL		0.5		6/29/16		1		0.5		0.5														91		455000

		4		ECL		>8		6/29/16		>16		>32		>32

		5		ECL		1.26		6/29/16		2		1.5		2

		6		ECL		2		6/29/16		4		4		4						3		4		4		4

		7		ECL		6.35		6/29/16		8		16		16

		8		ECL		5.04		6/29/16		4		16		16														114		570000

		9		ECL		0.25		6/29/16		0.5		0.38		0.5

		10		ECL				6/29/16		16		>32		>32

		11		EC		4		6/29/16		8		>32		>32

		12		EC		5.04		6/29/16		8		12		16

		13		EC		6.35		6/29/16		8		12		16

		14		EC		0.03		6/29/16		0.06		0.094		0.125						0.047		0.06		0.094		0.12

		15		EC		0.06		6/29/16		0.06		0.125		0.125

		16		EC		0.05		6/29/16		0.06		0.125		0.125														83		415000

		17		EC		8		6/29/16		8		16		16						12		16		6		8

		18		EC		0.25		6/29/16		0.125		0.5		0.5						0.75		1		0.5		0.5

		19		EC		1		6/29/16		1		2		2						1.5		2		1		1

		20		EC		0.25		6/29/16		1		0.75		1

		21		EC		0.63		6/29/16		1		1		1

		22		EC		0.25		6/29/16		0.25		0.38		0.5														77		385000

		23		EC				6/29/16		>16		32		32

		24		EC				6/29/16		0.25		0.25		0.25

		25		EC				6/29/16		0.12		0.125		0.125

		26		EC				6/29/16		0.25		0.125		0.125

		27		EC				6/29/16		2		3		4														100		500000

		28		EC				6/29/16		0.03		0.064		0.06

		29		EC				6/29/16		0.12		0.125		0.125

		30		EC				6/29/16		0.12		0.064		0.06

		31		EC				6/29/16		1		2		2

		32		EC				6/29/16		>16		>32		>32														82		410000

		33		EC				6/29/16		16		>32		>32

		34		EC				6/29/16		0.12		0.19		0.25

		35		KO		0.12		6/29/16		0.25		0.25		0.25

		36		KO		0.038		6/29/16		0.12		0.094		0.125														111		555000

		37		KO		0.06		6/29/16		0.12		0.094		0.125

		38		KO		0.06		6/29/16		0.12		0.125		0.125

		39		KO		0.03		6/29/16		0.12		0.064		0.06														95		475000

		40		KO		0.25		6/29/16		0.25		0.19		0.25						0.064		0.06		0.25		0.25

		41		KO		0.5		6/29/16		0.5		0.75		1

		42		KO				6/29/16		0.25		0.25		0.25

		43		KO				6/29/16		0.25		0.19		0.25

		44		KO				6/29/16		0.06		0.094		0.125

		45		KP		4		6/29/16		8		24		32														86		430000

		46		KP		0.12		6/29/16		0.12		0.19		0.25

		47		KP		0.06		6/29/16		0.06		0.094		0.125

		48		KP		0.06		6/29/16		0.12		0.125		0.125

		49		KP		0.5		6/29/16		0.5		0.5		0.5														94		470000

		50		KP		2.52		6/29/16		2		2		2

		51		KP		1		6/29/16		1		1		1						1		1		1		1

		52		KP		2		6/29/16		2		2		2

		53		KP		2		6/29/16		4		3		4

		54		KP				6/29/16		8		6		8														107		535000

		55		PM		1		6/29/16		4		2		2						2		2		2		2

		56		PM		0.03		6/29/16		0.5		0.19		0.25

		57		PM		>8		6/29/16		>16		>32		>32

		58		PM		0.15		6/29/16		0.5		0.38		0.5

		59		PM		4		6/29/16		4		>32		>32														126		630000

		60		PA		0.25		6/29/16		0.25		0.25		0.25						0.25		0.25		0.25		0.25

		61		PA		4		6/29/16		4		4		4						6		8		4		4

		62		PA		0.25		6/29/16		0.5		0.5		0.5

		63		PA		4		6/29/16		4		6		8

		64		PA		1		6/29/16		1		1		1						1.5		2		1		1

		65		PA		0.794		6/29/16		1		1		1

		66		PA		1		6/29/16		1		1		1														119		595000

		67		PA		0.12		6/29/16		0.25		0.25		0.25						0.25		0.25		0.19		0.25

		68		PA		8		6/29/16		16		>32		>32

		69		PA		0.12		6/29/16		0.12		0.25		0.25

		70		PA				6/29/16		>16		>32		>32

		71		PA				6/29/16		8		16		16														83		415000

		72		PA				6/29/16		16		>32		>32

		73		PA				6/29/16		16		>32		>32

		74		PA				6/29/16		0.25		0.19		0.25

		75		PA				6/29/16		2		2		2

		76		PA				6/29/16		8		12		16														105		525000

		77		PA				6/29/16		16		>32		>32

		78		PA				6/29/16		4		6		8

		79		PA				6/29/16		16		>32		>32

		80		SM		1.59		6/29/16		2		1.5		2

		81		ES		0.06		6/23/16		0.06		0.06		0.06						0.064		0.06		0.064		0.06

		82		ES		0.06		6/23/16		0.06		0.047		0.06

		83		ES		1		6/23/16		2		1.5		2						2		2		2		2		96		4.80E+05

		84		ES		0.12		6/23/16		0.25		0.25		0.25

		85		ES		1		6/23/16		2		2		2

		86		ES		0.5		6/23/16		1		0.75		1														84		4.20E+05

		87		ES		0.12		6/23/16		0.25		0.25		0.25

		88		ES		1		6/23/16		2		2		2

		89		ES				6/23/16		0.25		0.19		0.25														74		3.70E+05

		90		ES				6/23/16		0.25		0.19		0.25

		91		ES				6/23/16		0.25		0.19		0.25						0.125		0.12		0.125		0.12

		92		ES				6/23/16		0.25		0.25		0.25

		93		ES				6/23/16		2		1.5		2														103		5.15E+05

		94		ES				6/23/16		2		1.5		2

		95		ES				6/23/16		2		3		4

		96		ES				6/23/16		0.5		0.19		0.25

		97		ES				6/23/16		0.12		0.06		0.06

		98		ES				6/23/16		2		3		4														110		5.50E+05

		99		ES				6/23/16		0.12		0.19		0.25

		100		ES				6/23/16		0.12		0.12		0.12

		101		SA		0.12		6/23/16		0.5		0.25		0.25						0.125		0.12		0.125		0.12						MRSA

		102		SA		0.12		6/23/16		0.25		0.19		0.25														86		4.30E+05		MRSA

		103		SA		0.12		6/23/16		1		1		1																		MRSA

		104		SA		0.12		6/23/16		1		1		1																		MRSA

		105		SA		0.12		6/23/16		0.5		0.25		0.25														90		4.50E+05		MRSA

		106		SA		0.015		6/23/16		0.03		0.03		0.03																		MSSA

		107		SA		0.004		6/23/16		<=0.004		0.004		0.004						0.004		0.004		0.003		0.004						MSSA

		108		SA		0.004		6/23/16		<=0.004		0.008		0.008																		MSSA

		109		SA		6.35		6/23/16		>4		>32		>32						6.00		8.00		4.00		4.00		84		4.20E+05		MRSA

		110		SA		0.315		6/23/16		1		0.75		1																		MRSA

		111		SA		0.002		6/23/16		<=0.004		0.004		0.004																		MSSA

		112		SA		4		6/23/16		>4		6		8																		MRSA

		113		SA		0.40		6/23/16		1		1		1						0.38		0.5		0.25		0.25		73		3.65E+05		MRSA

		114		SA		0.008		6/23/16		0.008		0.012		0.015																		MSSA

		115		SA		0.008		6/23/16		0.03		0.012		0.015																		MSSA

		116		SA		2.52		6/23/16		4		3		4														94		4.70E+05		MRSA

		117		SA		4		6/23/16		>4		>32		>32																		MRSA

		118		SA		0.12		6/23/16		0.25		0.38		0.5																		MSSA

		119		SA		0.5		6/23/16		1		1		1														101		5.05E+05		MSSA

		120		SA		1		6/23/16		2		2		2						2		2		0.75		1		91		4.55E+05		MSSA

		121		SA		1		6/23/16		1		1.5		2																		MSSA

		122		SA				6/23/16		0.12		0.19		0.25																		MRSA

		123		SA				6/23/16		2		1.5		2														84		4.20E+05		MRSA

		124		SA				6/23/16		0.06		0.12		0.12																		MRSA

		125		SA				6/23/16		0.06		0.06		0.06																		MRSA

		126		SA				6/23/16		0.06		0.06		0.06														76		3.80E+05		MRSA

		127		SA				6/23/16		0.5		0.75		1																		MRSA

		128		SA				6/23/16		1		0.75		1																		MRSA

		129		SA				6/23/16		0.12		0.094		0.12														104		5.20E+05		MRSA

		130		SA				6/23/16		1		1		1																		MRSA

		131		SA				6/23/16		0.5		1		1																		MRSA

		132		SA				6/23/16		1		1		1														121		6.05E+05		MRSA

		133		SA				6/23/16		0.25		0.25		0.25																		MRSA

		134		SA				6/23/16		1		0.75		1																		MRSA

		135		SA				6/23/16		<=0.004		0.008		0.008																		MRSA

		136		SA				6/23/16		0.008		0.008		0.008																		MRSA

		137		SA				6/23/16		0.008		0.008		0.008														91		4.55E+05		MRSA

		138		SA				6/23/16		0.008		0.012		0.015																		MRSA

		139		SA				6/23/16		0.015		0.015		0.015																		MRSA

		140		SA				6/23/16		0.015		0.015		0.015																		MRSA

		141		SA				6/23/16		0.03		0.047		0.06														113		5.65E+05		MSSA

		142		SA				6/23/16		0.5		0.75		1																		MSSA

		143		SA				6/23/16		1		0.75		1														84		4.20E+05		MSSA

		144		SA				6/23/16		0.03		0.047		0.06														100		5.00E+05		MSSA

		145		SA				6/23/16		0.5		0.5		0.5																		MSSA

		146		SE		0.004		6/23/16		0.008		0.006		0.008														84		4.20E+05

		147		SE		0.008		6/23/16		0.015		0.012		0.015

		148		SE		0.25		6/23/16		0.5		0.5		0.5														92		4.60E+05

		149		SE		1.26		6/23/16		2		3		4

		150		SE		1		6/23/16		4		4		4

		151		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										121		6.05E+05

		152		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		153		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		154		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		155		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002										93		4.65E+05

		156		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		157		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		158		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										97		4.85E+05

		159		HI				7/7/16		<=0.002		0.002		0.002		0.002		0.002

		160		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										89		4.45E+05

		161		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		162		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		163		HI				7/7/16		<=0.002		<=0.002		<=0.002		0.002		0.002

		164		HI				7/7/16		NG		0.064		0.06		0.064		0.06										113		5.65E+05

		165		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002

		166		HI				7/7/16		<=0.002		<=0.002		<=0.002		<=0.002		<=0.002										101		5.05E+05

		167		HI				7/7/16		<=0.002		0.002		0.002		0.003		0.004

		168		HP		0.008		7/7/16		0.008		0.012		0.015		0.012		0.015										91		4.55E+05

		169		HP		0.008		7/7/16		0.008		0.012		0.015		0.008		0.008

		170		HP		0.008		7/7/16		0.015		0.016		0.015		0.016		0.015										100		5.00E+05

		171		AG		0.008		6/24/16		0.015		0.008		0.008

		172		AG		0.008		6/24/16		0.008		0.012		0.015														113		5.65E+05

		173		AG		0.03		6/24/16		0.06		0.03		0.03						0.008		0.008		0.032		0.03

		174		AG		0.015		6/24/16		0.015		0.008		0.008

		175		AG		0.03		6/24/16		0.06		0.03		0.03

		176		AG		0.06		6/24/16		0.12		0.06		0.06														94		4.70E+05

		177		AG		0.5		6/24/16		1		0.5		0.5

		178		AG		0.5		6/24/16		0.5		0.25		0.25

		179		AG				6/24/16		0.03		0.015		0.015

		180		AG				6/24/16		0.03		0.015		0.015														87		4.35E+05

		181		AN		0.015		6/24/16		0.015		0.015		0.015

		182		AN		<=0.00012		6/24/16		<=0.002		0.006		0.008

		183		AN		0.012		6/24/16		0.015		0.015		0.015						0.012		0.015		0.032		0.03		108		5.40E+05

		184		AN		0.006		6/24/16		0.008		0.008		0.008

		185		AN		0.01		6/24/16		0.015		0.008		0.008

		186		DYS		0.008		6/24/16		0.008		0.008		0.008														90		4.50E+05

		187		DYS		0.008		6/24/16		0.008		0.008		0.008						0.003		0.004		0.008		0.008

		188		DYS		0.015		6/24/16		0.015		0.015		0.015														68		3.40E+05

		189		DYS		0.008		6/24/16		0.015		0.015		0.015

		190		DYS		0.01		6/24/16		0.01		0.015		0.02

		191		MI		0.015		6/24/16		0.03		0.015		0.015														99		4.95E+05

		192		MI		0.03		6/24/16		0.03		0.03		0.03

		193		MI		0.03		6/24/16		0.06		0.03		0.03

		194		MI		0.5		6/24/16		0.5		0.38		0.5														112		5.60E+05

		195		MI		2		6/24/16		>2		1.5		2						1		1		2		2

		196		PY		<=0.004		6/24/16		0.004		0.006		0.008														96		4.80E+05

		197		PY		0.03		6/24/16		0.03		0.03		0.03						0.016		0.015		0.047		0.06

		198		PY		0.008		6/24/16		0.008		0.008		0.008

		199		PY		0.015		6/24/16		0.015		0.008		0.008														98		4.90E+05

		200		PY		0.008		6/24/16		0.015		0.015		0.015

		201		PY		0.008		6/24/16		0.015		0.015		0.015

		202		PY				6/24/16		0.015		0.015		0.015

		203		PY				6/24/16		0.03		0.03		0.03														117		5.85E+05

		204		PY				6/24/16		0.008		0.008		0.008

		205		PY				6/24/16		0.03		0.03		0.03

		EFQC		ES				6/23/16		0.12		0.06		0.06						0.094		0.12		0.125		0.12		113		5.65E+05				0.015-0.12

		SA29QC		SA				6/23/16		0.008		0.008		0.008						0.003		0.004		0.004		0.004		106		5.30E+05				0.001-0.008

		SPQC		SP				6/24/16		0.008		0.012		0.015						0.006		0.008		0.012		0.015		73		3.65E+05				0.004-0.015

		EC25QC		EC				6/29/16		0.03		0.032		0.03						0.032		0.03		0.032		0.03		122		6.10E+05		results are x4		0.008-0.03

		PAQC		PA				6/29/16		0.25		0.19		0.25						0.25		0.25		0.25		0.25		96		4.80E+05				0.12-0.5

		HFQC		HI				7/7/16		<=0.002		<=0.002				<=0.002												96		4.80E+05				0.00025-0.001



		REPEATED 7/13/16





MHA Comparison

		DLX MTS Study #		Species		BMD		MTS on BD MHA		MTS on Hardy MHA		MTS on Remel MHA		Dilution Difference compared to BD

														Hardy-BD		Remel-BD

		6		ECL		4		4		4		4		0		0

		14		EC		0.06		0.12		0.06		0.12		-1		0

		17		EC		8		16		16		8		0		-1

		18		EC		0.125		0.5		1		0.5		1		0

		19		EC		1		2		2		1		0		-1

		40		KO		0.25		0.25		0.06		0.25		-2		0

		51		KP		1		1		1		1		0		0

		55		PM		4		2		2		2		0		0

		60		PA		0.25		0.25		0.25		0.25		0		0

		61		PA		4		4		8		4		1		0

		64		PA		1		1		2		1		1		0

		67		PA		0.25		0.25		0.25		0.25		0		0

		81		ES		0.06		0.06		0.06		0.06		0		0

		83		ES		2		2		2		2		0		0

		91		ES		0.25		0.25		0.12		0.12		-1		-1

		101		MRSA		0.5		0.25		0.12		0.12		-1		-1

		107		MSSA		<=0.004		0.004		0.004		0.004		0		0

		109		MRSA		>4		64.00		8.00		4.00		>-2		>-3

		113		MRSA		1		1		0.5		0.25		-1		-2

		120		MSSA		2		2		2		1		0		-1

		173		AG		0.06		0.03		0.008		0.03		-2		0

		183		AN		0.015		0.015		0.015		0.03		0		1

		187		DYS		0.008		0.008		0.004		0.008		-1		0

		195		MI		>2		2		1		2		-1		0

		197		PY		0.03		0.03		0.015		0.06		-1		1

		>32



Enterobacteriaciae & P. aeruginosa



MTS on BD MHA	4	0.12	16	0.5	2	0.25	1	2	0.25	4	1	0.25	MTS on Hardy MHA	4	0.06	16	1	2	0.06	1	2	0.25	8	2	0.25	MTS on Remel MHA	4	0.12	8	0.5	1	0.25	1	2	0.25	4	1	0.25	







S. aureus and E. faecallis



MTS on BD MHA	0.25	4.0000000000000001E-3	64	1	2	MTS on Hardy MHA	0.12	4.0000000000000001E-3	8	0.5	2	MTS on Remel MHA	0.12	4.0000000000000001E-3	4	0.25	1	









Quality Control

		QC Strain		DLX BMD		DLX MTS                        BD MHA		DFX MTS                    Hardy MHA		DFX MTS               Remel MHA		Colony Count		CFU/mL		CLSI Expected QC Range

		E. coli ATCC 29212		0.12		0.06		0.094		0.125		113		5.65E+05		0.015-0.12

		S. aureus ATCC 29213		0.008		0.008		0.003		0.004		106		5.30E+05		0.001-0.008

		S. pneumoniae 49619		0.008		0.012		0.06		0.012		73		3.65E+05		0.004-0.015

		E. coli ATCC 25922*		0.03		0.032		0.032		0.032		122		6.10E+05		0.008-0.03

		P. aeruginosa ATCC 27853		0.25		0.19		0.25		0.25		96		4.80E+05		0.12-0.5

		H. influenzae ATCC 49619		<=0.002		<=0.002		NT		NT		96		4.80E+05		0.00025-0.001

		*Tested 4 times (all MIC results = 0.03 µg/mL)

		NT - Not Tested

		QC Strain		DLX BMD		DLX MTS                        BD MHA		DFX MTS                    Hardy MHA		DFX MTS               Remel MHA		Colony Count		CFU/mL		CLSI Expected QC Range

		E. coli ATCC 29212		0.12		0.06		0.125		0.125		113		5.65E+05		0.015-0.12

		S. aureus ATCC 29213		0.008		0.008		0.004		0.004		106		5.30E+05		0.001-0.008

		S. pneumoniae 49619		0.008		0.015		0.06		0.015		73		3.65E+05		0.004-0.015

		E. coli ATCC 25922*		0.03		0.03		0.03		0.03		122		6.10E+05		0.008-0.03

		P. aeruginosa ATCC 27853		0.25		0.25		0.25		0.25		96		4.80E+05		0.12-0.5

		H. influenzae ATCC 49619		≤0.002		≤0.002		NT		NT		96		4.80E+05		0.00025-0.001

		*Tested 4 times (all MIC results = 0.03 µg/mL)

		NT - Not Tested





Dilution Difference Table

														BMD>		BMD>, both R		MTS>, both R		Both<		BMD<, both S

		Organism Group		-2		-1		0		1		2												Total		EA

		Enterobacteriaceae				5		23		18		5				5		4						60		92%

		P. aeruginosa						9		5						1		5						20		100%

		Staphylococci				3		28		12						3						4		50		100%

		Streptococci				13		17		3				1*								1		35		100%

		E. faecalis				2		15		3														20		100%

		Haemophilus spp.						1		2										16				20**		100%

		EA - percent within +/- one dilution (considering off-scale as EA)

		*S. mitis BMD = >2, MTS = 2

		**3 H. parainfluenzae MTS MIC  = 0.16 and BMD MIC = 0.008 and 0.16; The remaining strains were H. influenzae, all MICs (BMD and MTS) were ≤ 0.002 with exception of 1 strain that did not grow in BMD panel and MTS MIC was 0.06 µg/mL.



		verified by repeat testing, strains included:

		#8, E. cloacae (JMI #866609)

		#14, E. coli (JMI #376)

		#18, E. coli (JMI #756)

		#29, E. coli (LSI #720, TEM WT)

		#30, E. coli (LSI #721, TEM WT, CTX-M, Grp.9





Dilution Dif Table for Microbe

		Organism Group		-2		-1		0		1		2		BMD>, both R		MTS>, both R		BMD<, both S		Total		EA



		Staphylococci spp.				3		28		12				3				4		50		100%

		Enterobacteriaceae				5		23		18		5		5		4				60		92%

		P. aeruginosa						9		5				1		5				20		100%

		EA - percent within +/- one dilution (considering off-scale as EA)



		verified by repeat testing, strains included:

		#8, E. cloacae (JMI #866609)

		#14, E. coli (JMI #376)

		#18, E. coli (JMI #756)

		#29, E. coli (LSI #720, TEM WT)

		#30, E. coli (LSI #721, TEM WT, CTX-M, Grp.9





Scatterplots

		Enterobacteriaceae

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06		1				2

		0.125				6		6		1

		0.25						3		5		1																				number		%

		0.5						1		1		3		1																Category agreement		55		91.7%

		1										1		3																Minor error		5		8.3%

		2												2		4		1												Major error		0		0.0%

		4														1		2												Very major error		0		0.0%

		8																		1										total n		60

		16																1		4

		32																		1				1

		>32																1		1		2		3

		Category agreement				91.7%		Minor error				8.3%		Major error				0.0%		VM error				0.0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		Staphylococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004		2

		0.008		2		3

		0.015				2		3		1

		0.03								1

		0.06								2		2

		0.125										1		1

		0.25												1		2		2

		0.5														1		2

		1																3		10												number		%

		2																		1		2								Category agreement		46		92.0%

		4																				1		2						Minor error		4		8.0%

		8																								1				Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		50

		>32																								2

		Category agreement				92.0%		Minor error				8.0%		Major error				0.0%		VM error				0.0%



		Streptococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.002		0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		>2

		≤0.002

		0.004

		0.008		1		1		5		4

		0.015						2		7		3

		0.03										4		3

		0.06														1

		0.125

		0.25																1

		0.5																1		1

		1																														number		%

		2																								1				Category agreement		34		97.1%

		4																												Minor error		NA		NA

		8																												Major error		1		2.9%

		16																												Very major error		0		0.0%

		32																												total n		35

		>32

		Category agreement				97.1%								Major error				2.9%		VM error				0.0%



		Enterococcus faecalis

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004

		0.008

		0.015

		0.03

		0.06										2		1

		0.125												1

		0.25												1		6		1

		0.5

		1																		1												number		%

		2																				5								Category agreement		20		100.0%

		4																				2								Minor error		0		0.0%

		8																												Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		20

		>32

		Category agreement				100%		Minor error				0%		Major error				0%		VM error				0%





Scatterplots for poster

		Enterobacteriaceae

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06		1				2

		0.125				6		6		1

		0.25						3		5		1																				number		%

		0.5						1		1		3		1																Category agreement		55		91.7%

		1										1		3																Minor error		5		8.3%

		2												2		4		1												Major error		0		0.0%

		4														1		2												Very major error		0		0.0%

		8																		1										total n		60

		16																1		4

		32																		1				1

		>32																1		1		2		3

		Cat. agreement				91.7%		Minor error				8.3%		Major error				0.0%		VM error				0.0%



		P. aeruginosa - prior BPs

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		P. aeruginosa

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				0.03		0.06		0.125		0.25		0.5		1		2		4		8		16		>16

		0.06

		0.125

		0.25						1		3

		0.5										1																				number		%

		1												3																Category agreement		20		95.2%

		2														1														Minor error		0		0.0%

		4																1												Major error		0		0.0%

		8																2												Very major error		0		0.0%

		16																		2										total n		21

		32

		>32																				5		1

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



		Staphylococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004		2

		0.008		2		3

		0.015				2		3		1

		0.03								1

		0.06								2		2

		0.125										1		1

		0.25												1		2		2

		0.5														1		2

		1																3		10												number		%

		2																		1		2								Category agreement		46		92.0%

		4																				1		2						Minor error		4		8.0%

		8																								1				Major error		0		0.0%

		16																												Very major error		0		0.0%

		32																												total n		50

		>32																								2

		Cat. agreement				92.0%		Minor error				8.0%		Major error				0.0%		VM error				0.0%



		Streptococcus spp.

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.002		0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		>2

		≤0.002

		0.004

		0.008		1		1		5		4

		0.015						2		7		3

		0.03										4		3																		number		%

		0.06														1														Category agreement		34		97.1%

		0.125																												Minor error		NA		NA

		0.25																1												Major error		1		2.9%

		0.5																1		1										Very major error		0		0.0%

		1																												total n		35

		2																								1

		4

		Cat. agreement						97.1%						Major error				2.9%		VM error				0.0%



		Enterococcus faecalis

		MTS MIC (µg/mL)		BMD MIC (µg/mL)

				≤0.004		0.008		0.015		0.03		0.06		0.125		0.25		0.5		1		2		4		>4

		≤0.002

		0.004

		0.008

		0.015

		0.03

		0.06										2		1

		0.125												1																		number		%

		0.25												1		6		1												Category agreement		20		100.0%

		0.5																												Minor error		0		0.0%

		1																		1										Major error		0		0.0%

		2																				5								Very major error		0		0.0%

		4																				2								total n		20

		8

		Cat. agreement				100%		Minor error				0%		Major error				0%		VM error				0%



























































































































































































































































































































Data for Report Appendix

		DLX MTS Study #		Org code		LSI #		JMI #		Organism		DLX JMI Mean MIC		Read Date		DLX BMD		DLX MTS BD MHA		DFX MTS HDY MHA		DFX MTS RML MHA		Colony Count		CFU/mL

		1		ECL		3000		324		Enterobacter cloacae		0.06		6/29/16		0.125		0.25

		2		ECL		3001		329		Enterobacter cloacae		0.06		6/29/16		0.06		0.125

		3		ECL		3002		565		Enterobacter cloacae		0.5		6/29/16		1		0.5						91		455000

		4		ECL		3003		765		Enterobacter cloacae		>8		6/29/16		>16		>32

		5		ECL		3004		813017		Enterobacter cloacae		1.26		6/29/16		2		2

		6		ECL		3005		814056		Enterobacter cloacae		2		6/29/16		4		4		4		4

		7		ECL		3006		814666		Enterobacter cloacae		6.35		6/29/16		8		16

		8		ECL		3007		866609		Enterobacter cloacae		5.04		6/29/16		4		16						114		570000

		9		ECL		3008		871443		Enterobacter cloacae		0.25		6/29/16		0.5		0.5

		10		ECL		907				Enterobacter cloacae				6/29/16		16		>32

		11		EC		3017		284		Escherichia coli		4		6/29/16		8		>32

		12		EC		3018		348		Escherichia coli		5.040		6/29/16		8		16

		13		EC		3019		349		Escherichia coli		6.350		6/29/16		8		16

		14		EC		3020		376		Escherichia coli		0.03		6/29/16		0.06		0.125		0.06		0.12

		15		EC		3021		542		Escherichia coli		0.06		6/29/16		0.06		0.125

		16		EC		3022		591		Escherichia coli		0.05		6/29/16		0.06		0.125						83		415000

		17		EC		3023		611		Escherichia coli		8		6/29/16		8		16		16		8

		18		EC		3024		756		Escherichia coli		0.25		6/29/16		0.125		0.5		1		0.5

		19		EC		3025		823		Escherichia coli		1		6/29/16		1		2		2		1

		20		EC		3026		814416		Escherichia coli		0.25		6/29/16		1		1

		21		EC		3027		816821		Escherichia coli		0.63		6/29/16		1		1

		22		EC		3028		818860		Escherichia coli		0.25		6/29/16		0.25		0.5						77		385000

		23		EC		914				Escherichia coli				6/29/16		>16		32

		24		EC		915				Escherichia coli				6/29/16		0.25		0.25

		25		EC		916				Escherichia coli				6/29/16		0.125		0.125

		26		EC		917				Escherichia coli				6/29/16		0.25		0.125

		27		EC		918				Escherichia coli				6/29/16		2		4						100		500000

		28		EC		919				Escherichia coli				6/29/16		0.03		0.06

		29		EC		920				Escherichia coli				6/29/16		0.12		0.125

		30		EC		921				Escherichia coli				6/29/16		0.12		0.06

		31		EC		922				Escherichia coli				6/29/16		1		2

		32		EC		923				Escherichia coli				6/29/16		>16		>32						82		410000

		33		EC		924				Escherichia coli				6/29/16		16		>32

		34		EC		2990				Escherichia coli				6/29/16		0.125		0.25

		35		KO		3032		259		Klebsiella oxytoca		0.12		6/29/16		0.25		0.25

		36		KO		3033		319		Klebsiella oxytoca		0.038		6/29/16		0.125		0.125						111		555000

		37		KO		3034		446		Klebsiella oxytoca		0.06		6/29/16		0.125		0.125

		38		KO		3035		759		Klebsiella oxytoca		0.06		6/29/16		0.125		0.125

		39		KO		3036		893		Klebsiella oxytoca		0.03		6/29/16		0.125		0.06						95		475000

		40		KO		3037		851014		Klebsiella oxytoca		0.25		6/29/16		0.25		0.25		0.06		0.25

		41		KO		3038		861864		Klebsiella oxytoca		0.5		6/29/16		0.5		1

		42		KO		2853				Klebsiella oxytoca				6/29/16		0.25		0.25

		43		KO		2854				Klebsiella oxytoca				6/29/16		0.25		0.25

		44		KO		2898				Klebsiella oxytoca				6/29/16		0.06		0.125

		45		KP		3039		496		Klebsiella pneumoniae		4		6/29/16		8		32						86		430000

		46		KP		3040		582		Klebsiella pneumoniae		0.12		6/29/16		0.125		0.25

		47		KP		3041		798		Klebsiella pneumoniae		0.06		6/29/16		0.06		0.125

		48		KP		3042		946		Klebsiella pneumoniae		0.06		6/29/16		0.125		0.125

		49		KP		3043		947		Klebsiella pneumoniae		0.5		6/29/16		0.5		0.5						94		470000

		50		KP		3044		813992		Klebsiella pneumoniae		2.52		6/29/16		2		2

		51		KP		3045		814529		Klebsiella pneumoniae		1		6/29/16		1		1		1		1

		52		KP		3046		824830		Klebsiella pneumoniae		2		6/29/16		2		2

		53		KP		3047		828761		Klebsiella pneumoniae		2		6/29/16		4		4

		54		KP		925				Klebsiella pneumoniae				6/29/16		8		8						107		535000

		55		PM		3048		133		Proteus mirabilis		1		6/29/16		4		2		2		2

		56		PM		3052		660		Proteus mirabilis		0.03		6/29/16		0.5		0.25

		57		PM		3054		771		Proteus mirabilis		>8		6/29/16		>16		>32

		58		PM		3055		840		Proteus mirabilis		0.15		6/29/16		0.500		0.5

		59		PM		3060		854131		Proteus mirabilis		4		6/29/16		4		>32						126		630000

		60		PA		3061		4		Pseudomonas aeruginosa		0.25		6/29/16		0.25		0.25		0.25		0.25

		61		PA		3062		123		Pseudomonas aeruginosa		4		6/29/16		4		4		8		4

		62		PA		3063		125		Pseudomonas aeruginosa		0.25		6/29/16		0.5		0.5

		63		PA		3064		140		Pseudomonas aeruginosa		4		6/29/16		4		8

		64		PA		3065		313		Pseudomonas aeruginosa		1		6/29/16		1		1		2		1

		65		PA		3066		454		Pseudomonas aeruginosa		0.794		6/29/16		1.000		1.000

		66		PA		3067		463		Pseudomonas aeruginosa		1		6/29/16		1		1						119		595000

		67		PA		3068		586		Pseudomonas aeruginosa		0.12		6/29/16		0.25		0.25		0.25		0.25

		68		PA		3069		762		Pseudomonas aeruginosa		8		6/29/16		16		>32

		69		PA		3070		895		Pseudomonas aeruginosa		0.12		6/29/16		0.125		0.25

		70		PA		781				Pseudomonas aeruginosa				6/29/16		>16		>32

		71		PA		782				Pseudomonas aeruginosa				6/29/16		8		16						83		415000

		72		PA		785				Pseudomonas aeruginosa				6/29/16		16		>32

		73		PA		788				Pseudomonas aeruginosa				6/29/16		16		>32

		74		PA		789				Pseudomonas aeruginosa				6/29/16		0.25		0.25

		75		PA		790				Pseudomonas aeruginosa				6/29/16		2		2

		76		PA		792				Pseudomonas aeruginosa				6/29/16		8		16						105		525000

		77		PA		794				Pseudomonas aeruginosa				6/29/16		16		>32

		78		PA		795				Pseudomonas aeruginosa				6/29/16		4		8

		79		PA		797				Pseudomonas aeruginosa				6/29/16		16		>32

		80		SM		3071		830792		Serratia marcescens		1.59		6/29/16		2		2

		81		ES		3009		113		Enterococcus faecalis		0.06		6/23/16		0.06		0.06		0.06		0.06

		82		ES		3010		456		Enterococcus faecalis		0.06		6/23/16		0.06		0.06

		83		ES		3011		472		Enterococcus faecalis		1		6/23/16		2		2		2		2		96		4.80E+05

		84		ES		3012		590		Enterococcus faecalis		0.12		6/23/16		0.25		0.25

		85		ES		3013		785		Enterococcus faecalis		1		6/23/16		2		2

		86		ES		3014		814188		Enterococcus faecalis		0.5		6/23/16		1		1						84		4.20E+05

		87		ES		3015		831301		Enterococcus faecalis		0.12		6/23/16		0.25		0.25

		88		ES		3016		872904		Enterococcus faecalis		1		6/23/16		2		2

		89		ES		D3214				Enterococcus faecalis				6/23/16		0.25		0.25						74		3.70E+05

		90		ES		D3215				Enterococcus faecalis				6/23/16		0.25		0.25

		91		ES		D3245				Enterococcus faecalis				6/23/16		0.25		0.25		0.12		0.12

		92		ES		D3246				Enterococcus faecalis				6/23/16		0.25		0.25

		93		ES		D3251				Enterococcus faecalis				6/23/16		2		2						103		5.15E+05

		94		ES		D3296				Enterococcus faecalis				6/23/16		2		2

		95		ES		D3329				Enterococcus faecalis				6/23/16		2		4

		96		ES		D3337				Enterococcus faecalis				6/23/16		0.5		0.25

		97		ES		D3376				Enterococcus faecalis				6/23/16		0.125		0.06

		98		ES		D3418				Enterococcus faecalis				6/23/16		2		4						110		5.50E+05

		99		ES		D3596				Enterococcus faecalis				6/23/16		0.125		0.25

		100		ES		D3638				Enterococcus faecalis				6/23/16		0.125		0.125

		101		SA		3072		1		MRSA		0.12		6/23/16		0.5		0.25		0.12		0.12

		102		SA		3073		9		MRSA		0.12		6/23/16		0.25		0.25						86		4.30E+05

		103		SA		3074		37		MRSA		0.12		6/23/16		1		1

		104		SA		3075		51		MRSA		0.12		6/23/16		1		1

		105		SA		3076		54		MRSA		0.12		6/23/16		0.5		0.25						90		4.50E+05

		106		SA		3077		63		MSSA		0.015		6/23/16		0.03		0.03

		107		SA		3078		104		MSSA		0.004		6/23/16		<=0.004		0.004		0.004		0.004

		108		SA		3079		115		MSSA		0.004		6/23/16		<=0.004		0.008

		109		SA		3080		119		MRSA		6.35		6/23/16		>4		>32		8.00		4.00		84		4.20E+05

		110		SA		3081		129		MRSA		0.315		6/23/16		1		1

		111		SA		3082		131		MSSA		0.002		6/23/16		<=0.004		0.004

		112		SA		3083		211		MRSA		4		6/23/16		>4		8

		113		SA		3084		605		MRSA		0.40		6/23/16		1		1		0.5		0.25		73		3.65E+05

		114		SA		3085		690		MSSA		0.008		6/23/16		0.008		0.015

		115		SA		3086		764		MSSA		0.008		6/23/16		0.03		0.015

		116		SA		3087		813118		MRSA		2.52		6/23/16		4		4						94		4.70E+05

		117		SA		3088		813922		MRSA		4		6/23/16		>4		>32

		118		SA		3089		816806		MSSA		0.12		6/23/16		0.25		0.5

		119		SA		3090		818951		MSSA		0.5		6/23/16		1		1						101		5.05E+05

		120		SA		3091		819625		MSSA		1		6/23/16		2		2		2		1		91		4.55E+05

		121		SA		3092		861282		MSSA		1		6/23/16		1		2

		122		SA		D850				MRSA				6/23/16		0.125		0.25

		123		SA		D1132				MRSA				6/23/16		2		2						84		4.20E+05

		124		SA		D2806				MRSA				6/23/16		0.06		0.125

		125		SA		D2877				MRSA				6/23/16		0.06		0.06

		126		SA		D2878				MRSA				6/23/16		0.06		0.06						76		3.80E+05

		127		SA		D3933				MRSA				6/23/16		0.5		1

		128		SA		D3978				MRSA				6/23/16		1		1

		129		SA		D4043				MRSA				6/23/16		0.125		0.125						104		5.20E+05

		130		SA		D4055				MRSA				6/23/16		1		1

		131		SA		D4062				MRSA				6/23/16		0.5		1

		132		SA		D4065				MRSA				6/23/16		1		1						121		6.05E+05

		133		SA		D4119				MRSA				6/23/16		0.25		0.25

		134		SA		D4136				MRSA				6/23/16		1		1

		135		SA		D4159				MRSA				6/23/16		<=0.004		0.008

		136		SA		D4324				MRSA				6/23/16		0.008		0.008

		137		SA		D4340				MRSA				6/23/16		0.008		0.008						91		4.55E+05

		138		SA		D4372				MRSA				6/23/16		0.008		0.015

		139		SA		D4380				MRSA				6/23/16		0.015		0.015

		140		SA		D4381				MRSA				6/23/16		0.015		0.015

		141		SA		D2702				MSSA				6/23/16		0.03		0.06						113		5.65E+05

		142		SA		D3459				MSSA				6/23/16		0.5		1

		143		SA		D3498				MSSA				6/23/16		1		1						84		4.20E+05

		144		SA		D3636				MSSA				6/23/16		0.03		0.06						100		5.00E+05

		145		SA		D4346				MSSA				6/23/16		0.5		0.5

		146		SE		3096		448		Staphylococcus epidermidis		0.004		6/23/16		0.008		0.008						84		4.20E+05

		147		SE		3099		666		Staphylococcus epidermidis		0.008		6/23/16		0.015		0.015

		148		SE		3102		906		Staphylococcus epidermidis		0.25		6/23/16		0.5		0.5						92		4.60E+05

		149		SE		3103		830363		Staphylococcus epidermidis		1.26		6/23/16		2		4

		150		SE		3104		862055		Staphylococcus epidermidis		1		6/23/16		4		4

		151		HI		623				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						121		6.05E+05

		152		HI		624				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		153		HI		625				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		154		HI		626				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		155		HI		627				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						93		4.65E+05

		156		HI		630				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		157		HI		631				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		158		HI		632				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						97		4.85E+05

		159		HI		633				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		160		HI		634				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						89		4.45E+05

		161		HI		635				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		162		HI		974				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		163		HI		975				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		164		HI		976				Haemophilus influenzae				7/7/16		NG		0.06						113		5.65E+05

		165		HI		985				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		166		HI		986				Haemophilus influenzae				7/7/16		<=0.002		<=0.002						101		5.05E+05

		167		HI		1512				Haemophilus influenzae				7/7/16		<=0.002		<=0.002

		168		HP		3029		70		Haemophilus parainfluenzae		0.008		7/7/16		0.008		0.015						91		4.55E+05

		169		HP		3030		207		Haemophilus parainfluenzae		0.008		7/7/16		0.008		0.015

		170		HP		3031		209		Haemophilus parainfluenzae		0.008		7/7/16		0.015		0.015						100		5.00E+05

		171		AG		3105		23		Streptococcus agalactiae		0.008		6/24/16		0.015		0.008

		172		AG		3106		371		Streptococcus agalactiae		0.008		6/24/16		0.008		0.015						113		5.65E+05

		173		AG		3107		478		Streptococcus agalactiae		0.03		6/24/16		0.06		0.03		0.008		0.03

		174		AG		3108		664		Streptococcus agalactiae		0.015		6/24/16		0.015		0.008

		175		AG		3109		907		Streptococcus agalactiae		0.03		6/24/16		0.06		0.03

		176		AG		3110		824604		Streptococcus agalactiae		0.06		6/24/16		0.125		0.06						94		4.70E+05

		177		AG		3111		853096		Streptococcus agalactiae		0.5		6/24/16		1		0.5

		178		AG		3112		867750		Streptococcus agalactiae		0.5		6/24/16		0.5		0.25

		179		AG		436				Streptococcus agalactiae				6/24/16		0.03		0.015

		180		AG		437				Streptococcus agalactiae				6/24/16		0.03		0.015						87		4.35E+05

		181		AN		3113		25		Streptococcus anginosus		0.015		6/24/16		0.015		0.015

		182		AN		3114		29		Streptococcus anginosus		<=0.00012		6/24/16		<=0.002		0.008

		183		AN		3115		95		Streptococcus anginosus		0.012		6/24/16		0.015		0.015		0.015		0.03		108		5.40E+05

		184		AN		3116		118		Streptococcus anginosus		0.006		6/24/16		0.008		0.008

		185		AN		3117		162		Streptococcus anginosus		0.01		6/24/16		0.015		0.008

		186		DYS		3118		298		Streptococcus dysgalactiae		0.008		6/24/16		0.008		0.008						90		4.50E+05

		187		DYS		3119		327		Streptococcus dysgalactiae		0.008		6/24/16		0.008		0.008		0.004		0.008

		188		DYS		3120		404		Streptococcus dysgalactiae		0.015		6/24/16		0.015		0.015						68		3.40E+05

		189		DYS		3121		575		Streptococcus dysgalactiae		0.008		6/24/16		0.015		0.015

		190		DYS		3122		887		Streptococcus dysgalactiae		0.01		6/24/16		0.008		0.015

		191		MI		3123		466		Streptococcus mitis group		0.015		6/24/16		0.03		0.015						99		4.95E+05

		192		MI		3124		554		Streptococcus mitis group		0.03		6/24/16		0.03		0.03

		193		MI		3127		503		Streptococcus mitis/oralis		0.03		6/24/16		0.06		0.03

		194		MI		3128		847974		Streptococcus mitis/oralis		0.5		6/24/16		0.5		0.5						112		5.60E+05

		195		MI		3129		862011		Streptococcus mitis/oralis		2		6/24/16		>2		2		1		2

		196		PY		3130		31		Streptococcus pyogenes		<=0.004		6/24/16		0.004		0.008						96		4.80E+05

		197		PY		3131		121		Streptococcus pyogenes		0.03		6/24/16		0.03		0.03		0.015		0.06

		198		PY		3132		388		Streptococcus pyogenes		0.008		6/24/16		0.008		0.008

		199		PY		3133		537		Streptococcus pyogenes		0.015		6/24/16		0.015		0.008						98		4.90E+05

		200		PY		3134		751		Streptococcus pyogenes		0.008		6/24/16		0.015		0.015

		201		PY		3135		824142		Streptococcus pyogenes		0.008		6/24/16		0.015		0.015

		202		PY		402				Streptococcus pyogenes				6/24/16		0.015		0.015

		203		PY		403				Streptococcus pyogenes				6/24/16		0.03		0.03						117		5.85E+05

		204		PY		404				Streptococcus pyogenes				6/24/16		0.008		0.008

		205		PY		405				Streptococcus pyogenes				6/24/16		0.03		0.03






	Slide Number 1

